<110>
<120>
<130>

<150>
<151>

<160>
<170>

<210>
<211>
<212>
<213>

<400>

Met Pro
1

Gly Asn

Ala Trp

Arg Cys

50

Gly Cys

65

Thr Gly

Ile Asn

Asn Leu

Arg Lys

Met Trp

145

Ala Ser

Gln Asp
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1

777

PRT

Homo sapiens

1

Asp Asn Arg Gln Pro Arg Asn Arg GIn Pro Arg Ile Arg
5 10 15

Glu Pro Arg Ser Ala Pro Ala Met Glu Pro Asp Gly Arg
20 25 30

Ala His Ser Arg Ala Ala Leu Asp Arg Leu Glu Lys Leu
35 40 45

Ser Arg Cys Thr Asn Ile Leu Arg Glu Pro val Cys Leu
55 60

Glu His Ile Phe Cys Ser Asn Cys val Ser Asp Cys Ile
70 75

Cys Pro val Cys Tyr Thr Pro Ala Trp Ile Gln Asp Leu
85 90 95

Arg GIn Leu Asp Ser Met Ile Gln Leu Cys Ser Lys Leu
100 105 110

Leu His Asp Ash Glu Leu Ser Asp Leu Lys Glu Asp Lys
115 120 125

Ser Leu Phe Asn Asp Ala Gly Asn Lys Lys Asn Ser Ile
135 140

Phe Ser Pro Arg Ser Lys Lys val Arg Tyr val val Ser
150 155

val GIn Thr Gln Pro Ala Ile Lys Lys Asp Ala Ser Ala
165 170 175

Ser Tyr Glu Phe val Ser Pro Ser Pro Pro Ala Asp val
180 185 190
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ser

Gly

Leu

Gly

Gly

80

Lys

Arg

Pro

Lys

Lys

160

Gln

Ser



Glu

Lys

Glu

225

Ser

Glu

Gly

Pro

Arg

Pro

Lys

385

Ser

Leu

His

Gln

Arg

Thr

210

Asp

Phe

Ile

Ser

Asp

290

Asnh

Arg

Thr

Ser

Arg

Glu

Ser

Pro

Ile

Asn
450

Ala

195

Leu

Gly

cys

Asp

Leu

275

Thr

Tyr

Gly

Ser

Glu

355

Lys

Phe

sSer

Asn

Ala

435

Gly

Lys

Ala

Glu

Ser

Leu

260

Thr

Lys

Leu

His

Ile

340

Asn

val

Ile

Tyr

Met

420

Ser

Ser

Lys

Glu

Phe

Gln

245

Leu

Glu

Ser

Thr

His

325

Leu

Ile

Gly

Ser

Arg

Ala

Ile

Asp

Ala

Ile

Asp

230

Pro

Ala

val

Arg

ser

310

Asn

Ser

Pro

Gly

Leu

390

Gln

val

Lys

Pro
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Ser

Asn

215

Ser

Ser

Ser

Ser

Asn

295

Lys

Arg

Thr

Leu

Thr

375

Ser

val

Lys

Gly

Asn
455

200

Gln
Lys
val
Gly
Leu
280
Glu
Lys
Leu
Ser
Pro
360
Ser
Pro
Met
Arg
Asp
4

val

Lys

Glu

Ile

Ser

265

Pro

val

Ser

ser

Gly

Glu

Gly

Gly

Ser

Asn

425

Ile

Lys

Trp

Glu

Ser

250

Leu

Leu

val

Leu

Ser

330

Asp

cys

Arg

Thr

Ser

410

His

Pro

Asp

Page 2

Asn

Ser

235

ser

Thr

Ala

Thr

Pro

315

Pro

Phe

Ser

Lys

Pro

395

Pro

Arg

Ser

His

Leu

220

Lys

Pro

Glu

Glu

Pro

300

Leu

Ile

val

Ser

Asn

380

Pro

Ser

Gly

val

Ala
460

Glu

Gln

Gln

Ser

Gln

285

Glu

Glu

Ser

Lys

Pro

365

Ser

Ser

Ala

Glu

Glu

445

Gly

Ala

Lys

Ile

Glu

270

Ile

Lys

Asn

Lys

Gln

350

Pro

Asn

Thr

Met

Thr

430

Tyr

Trp

Ala Arg Ser Gly Lys Lys Gln Lys
205

Glu

Leu

Asnh

255

Cys

Glu

val

Asnh

Arg

Thr

Ser

Met

Leu

Lys

Leu

Leu

Thr

Lys

Lys

val

240

Gly

Phe

ser

Cys

Gly

Cys

val

Cys

ser

Ser

400

Leu

Leu

Leu

Pro



Leu

465

Leu

Pro

Leu

Arg

Leu

545

Asnh

Leu

Lys

val

Leu

625

Arg

Pro

Asp

Asp

His

Gln

Leu

Leu

Pro

530

Pro

Thr

Ser

Ala

Pro

610

Asn

Arg

Arg

Gly

Asn

690

Lys

Tyr

Glu

His

His

ser

515

val

Glu

Gly

ser

Gly

Gly

Lys

Arg

675

Leu

Pro

His

Ala

Lys

Tyr

Asp

Lys

Gln

Glu

580

Lys

Asp

Cys

val

ser

660

Tyr

Ile

Lys

Ala

Cys

Ala

485

Ala

Gly

Tyr

Ash

Arg

Gln

Tyr

Ala

Trp

Arg

Phe

Lys

Pro

Arg
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Asn His Gly His Leu Lys val val Glu Leu

470

Leu

Ala

Ala

Thr

Glu

550

Arg

Gln

Thr

val

Ile

630

Glu

Leu

Tyr

Leu

Asp

710

Pro

val

Lys

Ser

Asp

535

Ser

Asp

Lys

Glu

Gln

615

Leu

Gln

Asn

Leu

val

695

Ser

Asp

Asn

Ash

Arg

520

Asp

Ser

Gly

Met

Phe

600

Ser

Lys

Glu

Arg

Trp

Thr

Asp

Ser

Thr

Gly

Asn

Glu

Ser

Pro

Leu

585

Asp

Thr

Phe

Glu

Glu

665

Gly

Ala

val

Asp

475

Thr Gly
490

His val
Ala val
Ser Met
Ala Ser

555

Leu Vval

570

Ser Glu

Ser Thr

Leu Lys

Glu Trp

Lys Tyr

Gln Leu

Thr Phe

Gly Gly

Thr Gln

715

Gln Arg
730

Page 3

Tyr

Asp

Asn

Lys

His

Leu

Leu

val

Cys

620

val

Glu

Leu

Lys

Gly

Thr

Phe

Gln

Ile

Ile

525

Ser

Cys

Ile

Ala

Thr

605

Met

Lys

Ile

Pro

His

685

Gln

Ile

Cys

Asn

val

510

Phe

Leu

Ser

Gly

val

590

His

Leu

Ala

Pro

His

Ile

Asn

Thr

Asp

495

Lys

Gly

Leu

val

Ser

575

Ile

val

Gly

Cys

Glu

655

Leu

Pro

Leu

Thr

Gln
735

Leu

480

Ser

Leu

Leu

Leu

Met

560

Gly

Leu

val

Leu

640

Gly

Phe

Lys

Ser

val

720

Tyr
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Ile IT1e Tyr Glu Asp Leu Cys Asn Tyr His Pro Glu Arg val Arg Gln
740 745 750

Gly Lys val Trp Lys Ala Pro Ser Ser Trp Phe Ile Asp Cys val Met
755 760 765

Ser Phe Glu Leu Leu Pro Leu Asp Ser
770 775

<210> 2

<211> 758

<212> PRT

<213> Homo sapiens

<400> 2

Met Pro Asp Asn Arg Gln Pro Arg Asn Arg Gln Pro Arg Ile Arg Ser
1 5 10 15

Gly Asn Glu Pro Arg Ser Ala Pro Ala Met Glu Pro Asp Gly Arg Gly
20 25 30

Ala Trp Ala His Ser Arg Ala Ala Leu Asp Arg Leu Glu Lys Leu Leu
35 40 45

Arg E%s Ser Arg Cys Asn ggs val Ser Asp Cys %ge Gly Thr Gly Cys

Pro val Cys Tyr Thr Pro Ala Trp ITe Gln Asp Leu Lys Ile Asn Arg
65 70 75 80

Gln Leu Asp Ser Met Ile GIn Leu Cys Ser Lys Leu Arg Asn Leu Leu
85 90 95

His Asp Ash Glu Leu Ser Asp Leu Lys Glu Asp Lys Pro Arg Lys Ser
100 105 110

Leu Phe Asn Asp Ala Gly Asn Lys Lys Ash Ser Ile Lys Met Trp Phe
115 120 125

Ser Pro Arg Ser Lys Lys Vval Arg Tyr val val Ser Lys Ala Ser val
130 135 140

Gln Thr GIn Pro Ala Ile Lys Lys Asp Ala Ser Ala Gln Gln Asp Ser
145 150 155 160

Tyr Glu Phe val Ser Pro Ser Pro Pro Ala Asp val Ser Glu Arg Ala
165 170 175

Lys Lys Ala Ser Ala Arg Ser Gly Lys Lys Gln Lys Lys Lys Thr Leu
180 185 190

Page 4



Ala

Glu

Ser

225

Leu

Thr

Lys

Leu

His

305

Ile

Asn

val

Ile

Tyr

Met

Ser

Ser

Ala

Glu

Phe

210

Gln

Leu

Glu

Ser

Thr

290

His

Leu

Ile

Gly

Ser

370

Arg

Ala

Ile

Asp

Cys

Ile

195

Asp

Pro

Ala

val

Arg

275

Ser

Asnh

Ser

Pro

Gly

Leu

Gln

val

Lys

Pro

435

Asn

Asn

Ser

Ser

Ser

Ser

260

Asn

Lys

Arg

Thr

Leu

340

Thr

Ser

val

Lys

Gly

Asn

His

Gln

Lys

val

Gly

Leu

Glu

Lys

Leu

Ser

325

Pro

Ser

Pro

Met

Arg

Asp

val

Gly

Lys

Glu

Ile

230

Ser

Pro

val

Ser

ser

310

Gly

Glu

Gly

Gly

Ser

390

Asn

Ile

Lys

His
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Trp

Glu

215

Ser

Leu

Leu

val

Leu

295

Ser

Asp

Cys

Arg

Thr

375

Ser

His

Pro

Asp

Leu
455

200

Ser

sSer

Thr

Ala

Thr

280

Pro

Pro

Phe

sSer

Lys

360

Pro

Pro

Arg

Ser

His

440

Lys

Lys

Pro

Glu

Glu

265

Pro

Leu

Ile

val

Ser

345

Asn

Pro

Ser

Gly

val

425

Ala

val

Gln Lys
Gln Ile

235

Ser Glu

250

Gln Ile

Glu Lys

Glu Asn

Ser Lys

Lys Gln

Pro Pro

Ser Asn

Ser Thr

Ala Met

395

Glu Thr
410

Glu Tyr

Gly Trp

val Glu

Page 5

Leu

220

Asn

Cys

Glu

val

Asn

300

Arg

Thr

Ser

Met

Leu

380

Lys

Leu

Leu

Thr

Leu
460

val

Gly

Phe

Ser

285

Gly

Cys

val

Cys

Ser

365

Ser

Leu

Leu

Leu

Pro

445

Leu

Ser

Glu

Gly

Pro

270

Lys

Lys

Arg

Pro

Ser

Leu

His

Gln

430

Leu

Leu

Asn Leu Glu Ala Glu Lys Glu Asp
205

Phe

Ile

Ser

255

Asp

Asnh

Arg

Thr

Ser

335

Arg

Glu

Ser

Pro

Ile

415

Asn

His

Gln

Gly

Cys

Asp

240

Leu

Thr

Tyr

Gly

Ser

320

Glu

Lys

Phe

Ser

Asn
400

His



Lys

Asp

Tyr

Asp

Lys

Gln

545

Glu

Lys

Asp

Cys

val

625

Ser

Tyr

Ile

Lys

Ala

705

Glu

Ala

Ala

Gly

Tyr

Asn

530

Arg

Gln

Tyr

Ala

Trp

Cys

Arg

Phe

Lys

Pro

690

Arg

Asp

Leu

Ala

Ala

Thr

515

Glu

Arg

Gln

Thr

val

595

Ile

Glu

Leu

Tyr

Leu

675

Asp

Pro

Leu

val

Lys

Ser

500

Asp

Ser

Asp

Lys

Glu

580

Gln

Leu

Gln

Asn

Leu

660

val

sSer

Asp

Cys

Ash

Ash

485

Arg

Asp

Ser

Gly

Met

565

Phe

Ser

Lys

Glu

Arg

645

Trp

Thr

Asp

Ser

Asn
725

470

Gly

Asnh

Glu

Ser

Pro

550

Leu

Asp

Thr

Phe

Glu

630

Glu

Gly

Ala

val

Asp

Tyr
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His

Ala

Ser

Ala

535

Leu

Ser

Ser

Leu

Glu

615

Lys

Gln

Thr

Gly

Thr

695

Gln

His

val

val

Met

520

Ser

val

Glu

Thr

Trp

Tyr

Leu

Phe

Gly

Gln

Arg

Pro

Asp

Asn

505

Lys

His

Leu

Leu

val

585

Cys

val

Glu

Leu

Gly

Thr

Phe

Glu

Ile

490

Ile

Ser

Cys

Ile

Ala

570

Thr

Met

Lys

Ile

Pro

650

His

Gln

Ile

Cys

Arg
730

Page 6

val

Phe

Leu

Ser

Gly

val

His

Leu

Ala

Pro

635

Lys

His

Ile

Asn

Thr

715

val

Lys

Gly

Leu

val

540

Ser

Ile

val

Gly

Cys

620

Glu

Leu

Pro

Leu

Thr

700

Gln

Arg

Leu

Leu

Leu

525

Met

Gly

Leu

val

Ile

605

Leu

Gly

Phe

Lys

ser

685

val

Tyr

Gln

Leu

Arg

Leu

Asn

Leu

Lys

val

590

Leu

Arg

Pro

Asp

Asp

Arg

Ala

Ile

Gly

Thr Thr Gly Tyr Gln Asn Asp Ser Pro Leu
475

Leu

495

Pro

Pro

Thr

Ser

Ala

575

Pro

Asn

Arg

Arg

Gly

Asn

Lys

Tyr

Ile

His

480

ser

val

Glu

Gly

ser

560

Lys

Gly

Gly

Lys

Arg

640

Cys

Leu

Pro

His

Tyr

720

val



Trp Lys Ala

Leu Leu Pro

<210>
<211>
<212>
<213>

<400>

3

755

680
PRT

H
3

omo

Met val Ala

1

Arg

Lys

Trp

ser

65

Asp

Arg

Thr

Asp

Phe

145

Ile

Ser

Asp

Ser

Ser

Phe

50

val

Ser

Ala

Leu

Gly

Cys

Asp

Leu

Thr

Ccys

Leu

35

Ser

Gln

Tyr

Lys

Ala

115

Glu

Ser

Leu

Thr

Pro Ser
740

Leu Asp

sapiens

val Pro
5

Cys Ala
20

Phe Asn

Pro Arg

Thr Gln

Glu Phe

85

Lys Ala

Glu Ile

Phe Asp

Gln Pro

Leu Ala

165

Glu val
180

Ser Arg
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Ser Trp Phe Ile Asp Cys val Met
745

Ser

Gly

Ala

Asp

Ser

Pro

70

val

ser

Asn

Ser

Ser

150

ser

Ser

Asn

Pro

Arg

Ala

Lys

Ala

Ser

Ala

Gln

Lys

val

Gly

Leu

Glu

Thr

val

Gly

40

Lys

Ile

Pro

Arg

Lys

Glu

Ile

ser

Pro

val
200

val

Asp

25

Asn

val

Lys

Ser

ser

105

Trp

Glu

Ser

Leu

Leu

185

val

Ala Pro
10

Leu Lys

Lys Lys

Arg Tyr

Lys Asp

75

Pro Pro
90

Gly Lys

Ash Leu

Ser Lys

Ser Pro

155

Thr Glu
170

Ala Glu

Thr Pro

Page 7

Arg

Glu

Asn

val

60

Ala

Ala

Lys

Glu

Gln

140

Gln

ser

Gln

Glu

Ser

Asp

Ser

45

val

Ser

Asp

Gln

Ala

125

Lys

Ile

Glu

Ile

Lys

ser Phe Glu

750

Thr

Lys

Ile

Ser

Ala

val

Leu

Asn

Cys

Glu

190

val

Ala

15

Pro

Lys

Lys

Gln

Ser

95

Lys

Lys

val

Gly

Phe

175

Ser

Cys

Trp

Arg

Met

Ser

Glu

160

Gly

Pro

Lys



Asn

Ser

Arg

Glu

Ser

305

Pro

Ile

Asn

His

Gln

385

Leu

Leu

Pro

Pro

Thr
465

Tyr

210

Gly

Ser

Glu

Lys

Phe

290

Ser

Asn

Ala

Gly

Glu

370

His

His

Ser

val

Glu

450

Gly

Leu

His

Ile

Asnh

val

275

Ile

Tyr

Met

Ser

Ser

355

Ala

Lys

Asp

Tyr

Asp

Lys

Gln

Thr

His

Leu

Ile

260

Gly

Ser

Arg

Ala

Ile

340

Asp

Cys

Ala

Ala

Gly

Tyr

Asn

Arg

Ser

Asnh

Ser

245

Pro

Gly

Leu

Gln

val

325

Lys

Pro

Asn

Leu

Ala

405

Ala

Thr

Glu

Arg

Arg

230

Thr

Leu

Thr

Ser

val

310

Lys

Gly

Asn

His

val

390

Lys

Ser

Asp

Ser

Asp

P-54-661-PCT-sequences-asfiled. txt
Lys E{E Ser Leu Pro Leu Glu Asn Asn Gly

Leu

Ser

Pro

Ser

Pro

295

Met

Arg

Asp

val

Gly

Asn

Asn

Arg

Asp

Ser

455

Gly

Ser

Gly

Glu

Gly

Gly

Ser

Ash

Ile

Lys

360

His

Thr

Gly

Ash

Glu

440

Ser

Pro

Ser

Asp

Cys

265

Arg

Thr

Ser

His

Pro

345

Asp

Leu

Thr

His

Ala

425

ser

Ala

Leu

Pro Ile
235

Phe val
250

Ser Ser

Lys Asn

Pro Pro

Pro Ser
315

Arg Gly
330

Ser val

His Ala

Lys val

Gly Tyr

395

val Asp
410

val Asn

Met Lys

Ser His

val Leu
475

Page 8

220

Ser

Lys

Pro

Ser

Ser

300

Ala

Glu

Glu

Gly

val

380

Gln

Ile

Ile

ser

Cys

460

Ile

Lys

Gln

Pro

Asn

285

Thr

Met

Thr

Tyr

Trp

Glu

Ash

val

Phe

Leu

445

sSer

Gly

Arg

Thr

Ser

270

Met

Leu

Lys

Leu

Leu

350

Thr

Leu

Asp

Lys

Gly

Leu

val

Ser

Cys

val

255

Cys

Ser

Ser

Leu

Leu

335

Leu

Pro

Leu

Ser

Leu

415

Leu

Leu

Met

Gly

Lys

Arg

240

Pro

Lys

Asp

Ser

Leu

320

His

Gln

Leu

Leu

Pro

400

Leu

Arg

Leu

Ash

Leu
480



Ser

Ala

Pro

Asn

Arg

Gly

Asn

Lys

Tyr

625

Ile

Lys

Phe

Ser

Lys

Gly

Gly

Lys

Arg

Cys

Leu

Pro

610

His

Tyr

val

Glu

<210>
<211>
<212>
<213>

<400>

7
P
H

4

Glu

Lys

Asp

515

Ccys

val

Ser

Tyr

Ile

595

Lys

Ala

Glu

Trp

Leu
675

32
RT
omo

Ala Ser Leu
1

Ala Phe His

Thr Gly Ser

Gln

Tyr

500

Ala

Trp

Cys

Arg

Phe

580

Lys

Pro

Arg

Asp

Lys

Leu

Gln

485

Thr

val

Ile

Glu

Leu

565

Tyr

Leu

Asp

Pro

Leu

645

Ala

Pro

sapiens

Trp

Pro
20

Arg

Phe
5
Lys

Gly

Glu

Gln

Leu

Gln

550

Asn

Leu

val

Ser

Asp

Cys

Pro

Leu

Pro

Ala

Ser
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Lys Met Leu Ser Glu Leu Ala val Ile Leu

Phe

Ser

Lys

Glu

Arg

Trp

Thr

Asp

615

Ser

Asn

Ser

Asp

Glu

Gly

Ala

Asp

Thr

520

Phe

Glu

Glu

Gly

Ala

600

val

Asp

Tyr

Ser

ser
680

Ala

Arg

Pro

Ser

505

Leu

Glu

Lys

Gln

Thr

585

Gly

Thr

Gln

His

ser

490

Thr val

Lys Cys

Trp val

Tyr Glu
555

Leu Leu
570

Phe Lys

Gly Gly

Gln Thr

Arg Phe
635

Pro Glu
650

Phe Ile

Thr

Met

Lys

Ile

Pro

His

Gln

Ile

620

Cys

Arg

Asp

His

Leu

525

Ala

Pro

Lys

His

Ile

605

Asn

Thr

val

Cys

Leu Leu Pro Ala

10

Cys Arg Ile Ile Gly

25

val

510

Gly

Cys

Glu

Leu

Pro

590

Leu

Thr

Gln

Arg

val
670

Leu

495

val
Ile
Leu
Gly
Phe
575
Lys
Ser
val
Tyr
Gln

655

Met

Arg
15

Lys

val

Leu

Arg

Pro

560

Asp

Asp

Arg

Ile
640
Gly

Ser

Gly

ser Arg Gly
30

Gly Thr Ser Leu val Pro Arg Pro

Page 9



Pro

ser

65

Asp

ser

val

Ser

Ala

Lys

Ile

Glu

225

Ile

Lys

Asn

Lys

Gln

Trp

50

Thr

Lys

Ile

Ser

Ala

130

val

Lys

Glu

Leu

Asn

210

Cys

Glu

val

Asn

Arg

Thr

35

Ash

Ala

Pro

Lys

Lys

Gln

Ser

Lys

Lys

val

195

Gly

Phe

Ser

cys

Gly

cys

val

Arg

Trp

Arg

Met

100

Ala

Gln

Glu

Lys

Glu

180

Ser

Glu

Gly

Pro

Lys

Lys

Arg

Pro

Met

Arg

Lys

Trp

Ser

Asp

Arg

Thr

165

Asp

Phe

Ile

Ser

Asp

245

Asn

Arg

Thr

Ser

P-54-661-PCT-sequences-asfiled. txt

40

val Ala val Pro Gly Pro

Ser

70

Ser

Phe

val

Ser

Ala

150

Leu

Gly

Cys

Asp

Leu

230

Thr

Tyr

Gly

Ser

Glu

55

Cys

Leu

Ser

Gln

Tyr

135

Lys

Ala

Glu

Ser

Leu

215

Thr

Lys

Leu

His

Ile

295

Asn

Cys

Phe

Pro

Thr

120

Glu

Lys

Glu

Phe

Gln

200

Leu

Glu

Ser

Thr

His

280

Leu

Ile

Ala

Asn

Phe

Ala

Ile

Asp

185

Pro

Ala

val

Arg

Ser

265

Asn

Ser

Pro

Ala

Asp

90

Ser

Pro

val

Ser

Asn

170

Ser

Ser

Ser

Ser

Asn

250

Lys

Arg

Thr

Arg

75

Ala

Lys

Ala

ser

Ala

155

Gln

Lys

val

Gly

Leu

235

Glu

Lys

Leu

Ser

45

Thr val Ala Pro Arg

60

val

Gly

Lys

Ile

Pro

140

Arg

Lys

Glu

Ile

Ser

220

Pro

val

Ser

Ser

Gly
300

Leu Pro Glu

Page 10

Asp

Ash

val

Lys

Ser

Ser

Trp

Glu

ser

205

Leu

Leu

val

Leu

ser

285

Asp

cys

Leu

Lys

Arg

Lys

Pro

Gly

Asn

Ser

190

Ser

Thr

Ala

Thr

Pro

270

Pro

Phe

Ser

Lys

Lys

95

Tyr

Asp

Pro

Lys

Leu

175

Lys

Pro

Glu

Glu

Pro

255

Leu

Ile

val

Ser

Glu

80

Asnh

val

Ala

Ala

Lys

160

Glu

Gln

Gln

Ser

Gln

240

Glu

Ser

Lys

Pro



305

Pro

Asn

Thr

Met

Thr

385

Tyr

Trp

Glu

Asn

val

465

Phe

Leu

Ser

Gly

val

545

His

Leu

Ser

Met

Leu

Leu

Thr

Leu

Asp

Lys

Gly

Leu

val

Ser

530

Ile

val

Gly

Cys

Ser

Ser

355

Leu

Leu

Leu

Pro

Leu

435

Ser

Leu

Leu

Leu

Met

515

Gly

Leu

val

Ile

Lys

Asp

340

Ser

Leu

His

Gln

Leu

420

Leu

Pro

Leu

Arg

Leu

500

Asn

Leu

Lys

val

Leu

Arg

Glu

Ser

Pro

Ile

Asn

405

His

Gln

Leu

Leu

Pro

485

Pro

Thr

Ser

Ala

Pro

565

Asn

310

Lys val Gly Gly

Phe Ile

ser Tyr

Asn Met

375

Ala Ser

390

Gly ser

Glu Ala

His Lys

His Asp

ser Tyr

470

val Asp

Glu Lys

Gly Gln

Ser Glu

535

Lys Lys

Gly Asp

Gly Cys

Ser

Arg

360

Ala

Ile

Asp

Cys

Ala

440

Ala

Gly

Tyr

Ash

Arg

Gln

Tyr

Ala

Trp

Leu

345

Gln

val

Lys

Pro

Asn

425

Leu

Ala

Ala

Thr

Glu

505

Arg

Gln

Thr

val

Ile

Thr

330

Ser

val

Lys

Gly

Asn

410

His

val

Lys

Ser

Asp

490

Ser

Asp

Lys

Glu

Gln
570

Ser

Pro

Met

Arg

Asp

395

val

Gly

Asn

Asnh

Arg

Asp

ser

Gly

Met

Phe

555

Ser

Gly

Gly

Ser

Asn

380

Ile

Lys

His

Thr

Gly

Asn

Glu

Ser

Pro

Leu

540

Asp

Thr

Leu Lys Phe

Page 11

Arg

Thr

ser

365

His

Pro

Asp

Leu

Thr

445

His

Ala

Ser

Ala

Leu

525

Ser

Ser

Leu

Glu

Lys

Pro

350

Pro

Arg

Ser

His

Lys

Gly

val

val

Met

Ser

510

val

Glu

Thr

Lys

Trp

P—54—661—PCT—squgﬂfes—asfi1ed.txt

Asnh

335

Pro

Ser

Gly

val

Ala

415

val

Tyr

Asp

Asnh

Leu

Leu

val

Cys

575

val

320

Ser

Ser

Glu

Glu

400

Gly

val

Gln

Ile

Ile

480

Ser

Cys

Ile

Thr
560

Met

Lys



Ala

Pro

Lys

His

Ile

Asn

Thr

val

705

Cys

Cys

Glu

610

Leu

Pro

Leu

Thr

Gln

690

Arg

val

<210>
<211>
<212>
<213>

<400>

Leu
595

Gly

Phe

Lys

Ser

val

675

Tyr

Gln

Met

5
127
PRT
Homo

5

Met Pro Asp

1

Gly

Ala

Arg

Gly

65

Thr

Asn

Trp

Cys

50

Cys

Gly

Glu

Ala

35

Ser

Glu

Cys

580

Arg

Pro

Asp

Asp

Arg

Ala

Ile

Gly

Ser

Arg

Arg

Gly

Asn

645

Lys

Tyr

Ile

Lys

Phe
725

sapiens

Asn

Pro

20

His

Arg

His

Pro

Arg

5

Arg

Ser

Cys

Ile

val
85

Lys

Arg

Cys

Leu

Pro

His

Tyr

val

710

Glu

Gln

Ser

Arg

Thr

Phe

70

Cys

P-54-661-PCT-sequences-asfiled. txt

val

Ser

615

Tyr

Ile

Lys

Ala

Glu

695

Trp

Leu

Pro

Ala

Ala

Asn

55

Cys

Tyr

585

cys Glu Gln Glu

600

Arg

Phe

Lys

Pro

Arg

Asp

Lys

Leu

Arg

Pro

Ala

40

Ile

ser

Thr

Leu

Tyr

Leu

665

Pro

Leu

Ala

Pro

Asn

Ala

25

Leu

Leu

Asn

Pro

Asn

Leu

val

650

Ser

Asp

Cys

Pro

Leu
730

Arg

10

Met

Asp

Arg

Cys

Arg

Trp

Thr

Asp

ser

Asnh

ser

715

Asp

Gln

Glu

Arg

Glu

val
75

Glu

Glu

620

Gly

Ala

val

Asp

Tyr

700

ser

Ser

Pro

Pro

Leu

Pro

60

Ser

Ala Trp Ile
90

Page 12

Lys

605

Gln

Thr

Gly

Thr

Gln

685

His

Trp

Arg

Asp

Glu

45

val

Asp

Gln

590

Tyr

Leu

Phe

Gly

Gln

670

Arg

Pro

Phe

Ile

Gly

30

Lys

Cys

Cys

Asp

Glu

Leu

Lys

Gly

Thr

Phe

Ile

Arg

15

Arg

Leu

Leu

Ile

Leu
95

Ile

Pro

His

640

Gln

cys

Arg

Asp
720

ser

Gly

Leu

Gly

Gly

80

Lys



P-54-661-PCT-sequences-asfiled. txt

ITe Asn Arg Gln Leu Asp Ser Met Ile GIn Leu Cys Ser Lys Leu Arg
100 105 110

Asnh Leu Leu His Asp Asn Glu Leu Ser Gly Arg His Thr Phe Cys
115 120 125

<210> 6

<211> 326

<212> PRT

<213> Homo sapiens

<400> 6

Met Pro Asp Asn Arg Gln Pro Arg Asn Arg Gln Pro Arg Ile Arg Ser
1 5 10 15

Gly Asn Glu Pro Arg Ser Ala Ser Ala Met Glu Pro Asp Gly Arg Gly
20 25 30

Ala Trp Ala His Ser Arg Ala Ala Leu Asp Arg Leu Glu Lys Leu Leu
35 40 45

Arg Cys Ser Arg Cys Thr Asn Ile Leu Arg Glu Pro val Cys Leu Gly
50 55 60

Gly Cys Glu His ITe Phe Cys Ser Asn Ile Phe Gly Leu Arg Pro val
65 70 75 80

Asp Tyr Thr Asp Asp Glu Ser Met Lys Ser Leu Leu Leu Leu Pro Glu
85 90 95

Lys Asn Glu Ser Ser Ser Ala Ser His Cys Ser val Met Asn Thr Gly
100 105 110

Gln Arg Arg Asp Gly Pro Leu val Leu Ile Gly Ser Gly Leu Ser Ser
115 120 125

Glu Gln GIn Lys Met Leu Ser Glu Leu Ala val Ile Leu Lys Ala Lys
130 135 140

Lys Tyr Thr Glu Phe Asp Ser Thr val Thr His val val val Pro Gly
145 150 155 160

Asp Ala val Gln Ser Thr Leu Lys Cys Met Leu Gly Ile Leu Asn Gly
165 170 175

Cys Trp Ile Leu Lys Phe Glu Trp val Lys Ala Cys Leu Arg Arg Lys
180 185 190

val Cys Glu Gln Glu Glu Lys Tyr Glu Ile Pro Glu Gly Pro Arg Arg
195 200 205

Page 13



Ser

Tyr

225

Ile

Lys

Ala

Glu

Arg

210

Phe

Lys

Pro

Arg

Asp

290

Lys

Leu

<210>
<211>
<212>
<213>

<400>

Leu

Tyr

Leu

Asp

Pro

275

Leu

Ala

Pro

7
263
PRT
Homo

7

Met Pro Asp
1

Gly

Ala

Arg

Gly

65

Thr

Ile

Asnh

Trp

Cys

50

Cys

Gly

Asnh

Glu

Ala

35

Ser

Glu

Cys

Arg

Asn

Leu

val

Ser

260

Asp

Cys

Pro

Leu

Arg

Trp

Thr

245

Asp

Ser

Asnh

Ser

Asp
325

sapiens

Asn

Pro

20

His

Arg

His

Pro

Gln
100

Arg

5

Arg

Ser

Cys

Ile

val

85

Leu

P-54-661-PCT-sequences-asfiled. txt

Glu Gln Leu Leu Pro Lys Leu Phe Asp Gly
220

Gly

230

Ala

val

Asp

Tyr

Ser

310

Ser

Gln

Ser

Arg

Thr

Phe

70

Cys

Asp

215

Thr

Gly

Thr

Gln

His

295

Trp

Pro

Ala

Ala

Asn

55

Cys

Tyr

Ser

Phe

Gly

Gln

Arg

280

Pro

Phe

Arg

Ser

Ala

40

Ile

ser

Thr

Met

Lys

Gly

Thr

265

Phe

Glu

Ile

Asn

Ala

25

Leu

Leu

Asn

Pro

Ile
105

His

Gln

250

Ile

Cys

Arg

Asp

Arg

10

Met

Asp

Arg

Cys

Ala

90

Gln

Page 14

His

235

Ile

Asn

Thr

val

315

Gln

Arg

Glu

val

75

Trp

Leu

Pro

Leu

Thr

Gln

Arg

val

Pro

Pro

Leu

Pro

60

ser

Ile

Cys

Lys

Ser

val

Tyr

285

Gln

Met

Arg

Asp

Glu

45

val

Asp

Gln

Ser

Asp

Arg

Ala

270

Ile

Gly

Ser

Ile

Gly

30

Lys

Cys

Cys

Asp

Asnh

Lys

Tyr

Ile

Lys

Phe

Arg

15

Arg

Leu

Leu

Ile

Leu

95

Arg

Cys

Leu

240

Pro

His

Tyr

val

Glu
320

Ser

Gly

Leu

Gly

Gly

80

Lys

Asnh



Leu

Lys

Cys

Leu

Pro

His

Tyr

225

val

Glu

Leu

val

130

Ser

Tyr

Ile

Lys

Ala

210

Glu

Trp

Leu

<210>
<211>
<212>
<213>

<400>

His

115

Ccys

Arg

Phe

Lys

Pro

195

Arg

Asp

Lys

Leu

167
PRT
Homo

8

Met val Ala

1

Arg

Lys

Arg

65

Leu

Ser

val

Ser

50

Tyr

Ile

Cys

Arg

Phe

Lys

Asp

Glu

Leu

Tyr

Leu

180

Asp

Pro

Leu

Ala

Pro
260

Asn

Gln

Asn

Leu

165

val

Ser

Asp

Cys

Pro

245

Leu

sapiens

val

Cys

20

Glu

Leu

Tyr

Leu

Pro

Ala

Gln

Asn

Leu

val

Glu

Arg

Trp

Thr

Asp

Ser

Asn

230

Ser

Asp

Gly

Ala

Glu

Arg

Trp

70

Thr

P-54-661-PCT-sequences-asfiled. txt
Glu Leu Ser Gly val Lys Ala Cys Leu Arg
120 125

Glu

135

Glu

Gly

Ala

val

Asp

215

Tyr

Ser

Ser

Pro

Arg

Glu

Glu

55

Gly

Ala

Lys

Gln

Thr

Gly

Thr

200

Gln

His

Trp

Thr

val

Thr

Gly

Tyr

Leu

Phe

Gly

Gln

Arg

Pro

Phe

val

Gly

25

Tyr

Leu

Phe

Gly

Glu

Leu

Lys

Gly

Thr

Phe

Glu

Ile
250

Ala

10

val

Glu

Leu

Glu

Ile

Pro

155

His

Gln

Ile

Cys

Arg

Asp

Pro

Lys

Ile

Pro

His
75

Pro

140

Lys

His

Ile

Asn

Thr

220

val

Cys

Arg

Ala

Pro

Lys

60

His

Gly Gln Ile

Page 15

Glu

Leu

Pro

Leu

Thr

205

Gln

Arg

val

Ser

Cys

Glu

45

Leu

Pro

Leu

Gly

Phe

Lys

sSer

190

val

Tyr

Gln

Met

Thr

Leu

30

Gly

Phe

Lys

Ser

Pro

Asp

Asp

175

Arg

Ala

Ile

Gly

Ser
255

Ala

15

Arg

Pro

Asp

Asp

Arg

Arg

Arg

Gly

160

Asnh

Lys

Tyr

Ile

Lys

Phe

Trp

Arg

Arg

Gly

Asnh

80

Lys



Pro

His

Tyr

val

145

Glu

Lys

Ala

Glu

130

Trp

Leu

<210>
<211>
<212>
<213>

<400>

Pro

Arg
115

Asp

Lys

Leu

219
PRT
Homo

9

Ala Ser Leu

1

Ala

Thr

Pro

Ser

65

Cys

Glu

Leu

Pro

Leu
145

Phe

Gly

Trp

50

Thr

Leu

Gly

Phe

Lys

Ser

His

ser

35

Asn

Ala

Arg

Pro

Asp

115

Asp

Arg

Asp

Pro

Leu

Ala

Pro

85

Ser

Asp

Cys

Pro

Leu
165

sapiens

Trp

Pro

20

Arg

Arg

Trp

Arg

Arg

Gly

Asn

Lys

Phe

5

Lys

Gly

Met

Arg

Arg

Cys

Leu

Pro

Asp

Ser

Asn

Ser

150

Asp

Pro

Ala

Ser

val

Ser

70

val

Ser

Tyr

Ile

P—54—661—PCT1§$quences—asf11ed.txt

val Thr Gln Thr Ile Asn Thr

Asp
Tyr
135

Ser

Ser

Glu

Gly

Ala

Ala

55

Cys

Cys

Arg

Phe

Gln
120

His

Trp

Ala

Arg

Pro

40

val

cys

Glu

Leu

Tyr

120

Leu

Asp

105

Arg

Pro

Phe

Ser

Cys

25

Gly

Pro

Ala

Gln

Asn

105

Leu

val

Ser

Phe

Glu

Ile

Leu

10

Arg

Thr

Gly

Ala

Glu

90

Arg

Trp

Thr

Asp

Page 16

cys

Arg

Asp
155

Leu

Ile

ser

Pro

Arg

75

Glu

Glu

Gly

Ala

val
155

Thr
val

140

Cys

Pro

Ile

Leu

Thr

60

val

Lys

Gln

Thr

Gly

Thr

Gln
125

Arg

val

Ala

Gly

val

45

val

Gly

Tyr

Leu

Phe

125

Gly

val
110
Tyr

Gln

Met

Leu

ser

30

Pro

Ala

val

Glu

Leu

110

Glu

Gly

Thr

95

Ala

Ile

Gly

Ser

Arg

15

Arg

Arg

Pro

Lys

Ile

95

Pro

His

Gln

Ile

Tyr

Ile

Lys

Phe
160

Gly

Gly

Pro

Arg

Ala

80

Pro

Lys

His

Asn
160



Thr

Gln

Arg

val

val

Tyr

Gln

Met
210

<210>
<211>
<212>
<213>

<400>

Ala

Ile

Gly

ser

10
624
PRT
Homo

10

val Arg Tyr
1

Lys

Ser

Ser

Trp

65

Glu

Ser

Leu

Leu

val

145

Leu

Lys

Pro

Gly

50

Asn

Ser

Ser

Thr

Ala

130

Thr

Pro

Asp

Pro

35

Lys

Leu

Lys

Pro

Glu

115

Glu

Pro

Leu

Tyr His
165

Ile Tyr
180

Lys val

Phe Glu

sapiens
val val
5

Ala Sser
20

Ala Asp
Lys GlIn
Glu Ala
Gln Lys
Gln Ile
100

Ser Glu
Gln Ile

Glu Lys

Glu Asn
165

P-54-661-PCT-sequences-asfiled. txt

Ala Arg Pro Asp Ser Asp GIn Arg Phe Cys Thr

Glu

Trp

Leu

Ser

Ala

val

Lys

Glu

70

Leu

Asn

Cys

Glu

val

150

Asn

Asp

Lys

Leu
215

Lys

Gln

Ser

Lys

val

Gly

Phe

Ser

135

Cys

Gly

Leu
Ala

200

Pro

Ala

Gln

Glu

40

Lys

Glu

Ser

Glu

Gly

Pro

Lys

Lys

Cys
185

Pro

Leu

Ser

Asp

25

Arg

Thr

Asp

Phe

Ile

105

Ser

Asp

Asn

Arg

170

Asn

Ser

Asp

val

10

Ser

Ala

Leu

Gly

Cys

Asp

Leu

Thr

Tyr

Gly

Page 17

Tyr

Ser

ser

Gln

Tyr

Lys

Ala

Glu

75

Ser

Leu

Thr

Lys

Leu

155

His

175

His Pro Glu Arg

190

Trp Phe Ile Asp

Thr

Glu

Lys

Glu

60

Phe

Gln

Leu

Glu

Ser

140

Thr

His

205

Gln

Phe

Ala

45

Ile

Asp

Pro

Ala

val

125

Arg

ser

Asn

Pro

val

30

Ser

Asn

Ser

Ser

Ser

110

Ser

Asn

Lys

Arg

Ala

15

Ser

Ala

Gln

Lys

val

95

Gly

Leu

Glu

Lys

Leu
175

val

Cys

Ile

Pro

Arg

Lys

Glu

80

Ser

Pro

val

Ser

160

Ser



Ser

Asp

Cys

Ser

His

Pro

Leu

Thr

His

Ala

Ser

385

Ala

Leu

Ser

Pro

Phe

Ser

210

Lys

Pro

Pro

Arg

Ser

290

His

Lys

Gly

val

val

370

Met

Ser

val

Glu

Ile

val

195

Ser

Asnh

Pro

ser

Gly

val

Ala

val

Tyr

Asp

355

Asn

Lys

His

Leu

Leu
435

Ser

180

Lys

Pro

Ser

Ser

Ala

260

Glu

Glu

Gly

val

Gln

340

Ile

Ile

Ser

Cys

Ile

420

Ala

Lys

Gln

Pro

Ash

Thr

245

Met

Thr

Tyr

Trp

Glu

325

Asn

val

Phe

Leu

Ser

405

Gly

val

P-54-661-PCT-sequences-asfiled. txt

Arg Cys Arg Thr Ser Ile Leu Ser Thr Ser
185

Thr

Ser

Met

230

Leu

Lys

Leu

Leu

Thr

310

Leu

Asp

Lys

Gly

Leu

390

val

Ser

Ile

val

Cys

215

Ser

Ser

Leu

Leu

Leu

295

Pro

Leu

Ser

Leu

Leu

375

Leu

Met

Gly

Leu

Pro

200

Lys

Asp

Ser

Leu

His

280

Gln

Leu

Leu

Pro

Leu

360

Arg

Leu

Asn

Leu

Lys

Ser

Arg

Glu

Ser

Pro

265

Ile

Asn

His

Gln

Leu

345

Leu

Pro

Pro

Thr

Ser

425

Ala

Glu

Lys

Phe

Ser

250

Ash

Ala

Gly

Glu

His

330

His

Ser

val

Glu

Gly

Ser

Asn

val

Ile

235

Tyr

Met

Ser

Ser

Ala

315

Lys

Asp

Tyr

Asp

Lys

Gln

Glu

Ile

Gly

Ser

Arg

Ala

Ile

Asp

300

Cys

Ala

Ala

Gly

Tyr

380

Asn

Arg

Gln

Lys Lys Tyr

Page 18

Pro

205

Gly

Leu

Gln

val

Asn

Leu

Ala

Ala

365

Thr

Glu

Arg

Gln

Thr
445

190

Leu

Thr

Ser

val

Lys

Gly

Asn

His

val

Lys

Ser

Asp

Ser

Asp

Lys

Glu

Pro

Ser

Pro

Met

255

Arg

Asp

val

Gly

Asnh

335

Asn

Arg

Asp

Ser

Gly

Met

Phe

Gly

Glu

Gly

Gly

Ser

Asnh

Ile

Lys

His

320

Thr

Gly

Asnh

Glu

ser

400

Pro

Leu

Asp



Ser

Leu

465

Glu

Lys

Gln

Thr

Gly

Thr

Gln

His

Trp

Thr

450

Lys

Trp

Tyr

Leu

Phe

530

Gly

Gln

Arg

Pro

Phe
610

<210>
<211>
<212>
<213>

<400>

val

Cys

val

Glu

Leu

515

Lys

Gly

Thr

Phe

Glu

595

Ile

11
449
PRT
Homo

11

Ser Ser Pro
1

Gly Asp Phe

Glu Cys Ser

35

Gly Arg Lys
50

Thr

Met

Lys

Ile

500

Pro

His

Gln

Ile

Cys

580

Arg

Asp

His

Leu

Ala

485

Pro

Lys

His

Ile

Asnh

565

Thr

val

cys

sapiens

Ile

val

Ser

Asn

Ser
5

Lys
Pro

Ser

P-54-661-PCT-sequences-asfiled. txt

val val val Pro Gly Asp Ala val GIn Ser
460

Gly

470

Cys

Glu

Leu

Pro

Leu

550

Thr

Gln

Arg

val

Lys

Gln

Pro

Asn

455

Ile

Leu

Gly

Phe

Lys

Ser

val

Tyr

Gln

Met
615

Arg

Thr

Ser

Met
55

Leu

Arg

Pro

Asp

520

Asp

Arg

Ala

Ile

Gly

Ser

Cys

val

Cys

Ser

Asn

Arg

Arg

Gly

Asn

Lys

Tyr

Ile

585

Lys

Phe

Arg
Pro
25

Lys

Asp

Gly

Lys

Arg

Cys

Leu

Pro

His

570

Tyr

val

Glu

Thr
10
Ser

Arg

Glu

Page 19

Ser

Tyr

Ile

Glu

Trp

Leu

Ser

Glu

Lys

Phe

Trp

Cys

Arg

Phe

Lys

Pro

Arg

Asp

Lys

Leu
620

Ile

Asn

val

Ile
60

Ile

Glu

Leu

Tyr

525

Leu

Asp

Pro

Leu

Ala

605

Pro

Leu

Ile

Gly

45

Ser

Leu

Gln

Asn

510

Leu

val

Ser

Asp

590

Pro

Leu

Ser
Pro
30

Gly

Leu

Lys

Glu

495

Arg

Trp

Thr

Asp

Ser

575

Asn

Ser

Asp

Thr

15

Leu

Thr

Ser

Thr

Phe

480

Glu

Gly

val

560

Asp

Tyr

Ser

Ser

Ser

Pro

Ser

Pro



Gly

65

Ser

Asn

Ile

Lys

His

145

Thr

Gly

Asn

Glu

Ser

225

Pro

Leu

Asp

Thr

Phe

305

Glu

Thr

Ser

His

Pro

Asp

130

Leu

Thr

His

Ala

Ser

210

Ala

Leu

Ser

Ser

Leu

290

Glu

Lys

Pro

Pro

Arg

Ser

115

His

Lys

Gly

val

val

195

Met

Ser

val

Glu

Thr

275

Lys

Trp

Tyr

Pro

Ser

Gly

val

Ala

val

Tyr

Asp

180

Asn

Lys

His

Leu

Leu

260

val

Cys

val

Glu

Ser

Ala

85

Glu

Glu

Gly

val

Gln

165

Ile

Ile

Ser

Cys

Ile

245

Ala

Thr

Met

Lys

Ile
325

70

Met

Thr

Tyr

Trp

Glu

150

Asn

val

Phe

Leu

Ser

230

Gly

val

His

Leu

Ala

310

Pro

P-54-661-PCT-sequences-asfiled. txt

Lys

Leu

Leu

Thr

135

Leu

Asp

Lys

Gly

Leu

215

val

Ser

Ile

val

Gly

Cys

Glu

Leu

Leu

Leu

120

Pro

Leu

Ser

Leu

Leu

200

Leu

Met

Gly

Leu

val

280

Ile

Leu

Gly

Leu

His

105

Gln

Leu

Leu

Pro

Leu

185

Arg

Leu

Asn

Leu

Leu

Arg

Pro

Pro

90

Ile

Ash

His

Gln

Leu

170

Leu

Pro

Pro

Thr

Ser

250

Ala

Pro

Ash

Arg

Arg

Page 20

Asn

Ala

Gly

Glu

His

155

His

Ser

val

Glu

Gly

Ser

Lys

Gly

Gly

Lys

Arg

Met

Ser

Ser

Ala

140

Lys

Asp

Tyr

Asp

Glu

Lys

Asp

Cys

val

Ser

Ala

Ile

Asp

125

Cys

Ala

Ala

Gly

Tyr

Ash

Arg

Gln

Tyr

Ala

285

Trp

Cys

Arg

val

Lys

110

Pro

Asn

Leu

Ala

Ala

190

Thr

Glu

Arg

Gln

Thr

270

val

Ile

Glu

Leu

Thr Leu Ser Ser Ser Ser Tyr Arg Gln val
75

Lys
95

Gly
Asn
His
val
Lys
Ser
Asp
Ser
Asp
Lys
Glu
Gln
Leu
Gln

Asn
335

Met
80
Arg
Asp
val
Gly
Asn
160
Asn
Arg
Asp
Ser
Gly
2
Met
Phe
Ser
Lys
Glu

320

Arg



Glu GIn Leu

Phe
355

Gly Thr

Ala Gly Gly

val Thr

385

Gln

Asp GIn Arg

Tyr His Pro

Phe
435

ser Trp

Ser

<210>
<211>
<212>
<213>

12
2530
DNA
Homo

<400> 12
cagcttccct

cgaaggcggg
cgggaacgag
cagtcgcgcec
tctgagagag
tgactgcatt
gataaataga
tgacaatgag
aggaaacaag
tgttgtgagt
gcaagactca
aaaggcttct
aaaatggaat
gcaaaagctg

tgaaatagac

Leu Pro

340

Lys His

Gly Gln

Thr Ile

His

Ile

Asn

P-54-661-PCT-sequences-asfiled. txt

Pro Lys

360

Leu Ser

375

Thr val

390

Phe

Glu
420

Arg

ITe Asp

sapiens

gtggtttccc
acgatgccgg
cctecgttecg
gcgctcgacc
cctgtgtgtt
ggaactggat
caactggaca
ctgtcagatt
aagaattcaa
aaagcttcag
tatgaatttg
gcaagatctg
ttagaggcag
gtatccttct

ttactagcaa

Thr

val

Cys

Gln Tyr

Arg Gln

val Met

440

gaggcttcct
ataatcggca
cgcccgecat
gcctggagaa
taggaggatg
gtccagtgtyg
gcatgattca
tgaaagaaga
ttaaaatgtg
tgcaaaccca
tttccccaag
gaaaaaagca
aaaaagaaga
gtagccaacc

gtggctcctt

Asp Ash Leu

Arg Lys Pro

Ala His

395

Tyr

Ile
410

Ile Tyr

Gly Lys val

Ser Phe Glu

tgcttceccgce
gccgaggaac
ggaaccggat
gctgetgegce
tgagcacatc
ttacaccccg
actttgtagt
taaacctagg
gtttagccct
gcctgcaata
tcctectgea
aaaaaagaaa
tggtgaattt
atctgttatc

gacagaatct

Page 21

Lys Leu Phe Asp Gly Cys Tyr Phe Tyr Leu
345 350

ITle Lys Leu

365

Lys Pro Asp

Ala Arg Pro

Glu Asp Leu

Ala
430

Trp Lys

Leu Pro

445

Leu

tctgcgagga
cggcagccga
ggtcgcggty
tgctcgegtt
ttctgtagta
gcctggatac
aagcttcgaa
aaaagtttgt
cgaagtaaga
aaaaaagatg
gatgtttctg
actttagctg
gactccaaag
tccagtectc

gaatgttttg

Trp
val Thr
Ser

Asp

Ser
400

Asp

Cys Asn

415

Pro Ser

Leu Asp

gcctttcatc
ggatccgctc
cctgggccca
gtactaacat
attgtgtaag
aagacttgaa
atttgctaca
ttaatgatgc
aagtcagata
caagtgctca
agagggctaa
aaatcaacca
aggaatctaa
agataaatgg

gaagtttaac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900



tgaagtctct
agtagtgact
agaaaataat
tagaaccagc
tataccattg
agggaggaaa
ttctacatta
gttgcccaat
tattaagggc
taaagaccat
agtggaatta
accacttcac
tggagcctcec
tgaaagtatg
ctgctcagta
gctgtcttca
atatactgag
taccttgaag
aaaagcatgt
tccacgcaga
cttctatttg
tgcaggtogg
catcaataca
tatcatctat
gaaggctcct
cagctgaata
agtcattgta
tctttgaatc
<210>
<211>

<212>
<213>

13
2473
DNA
Arti

<220>
<223>

<400> 13

ttaccattgg
cctgagaagg
ggaaaacgtg
attctgagca
cctgaatgtt
aacagtaaca
agtagttcaa
atggctgtga
gacatacctt
gctggatgga
ttgctccage
gatgcagcca
agaaatgctg
aaatcgctat
atgaacactg
gaacaacaga
tttgacagta
tgtatgcttg
ctacgaagaa
agcaggctca
tggggaacct
ggccagatcc
gtcgcatacc
gaagatttgt
tcgagctggt
ttataccaga

ctgtttttaa

ficial

P-54-661-PCT-sequences-asfiled. txt

ctgagcaaat
tctgcaaaaa
gccatcacaa
ccagtggaga
cttcaccacc
tgtccgatga
gttacaggca
aaagaaatca
ctgttgaata
caccattgca
ataaggcatt
agaatgggca
ttaatatatt
tgctgctacc
ggcagcgtag
aaatgctcag
cagtaactca
ggattctcaa
aagtatgtga
acagagaaca
tcaaacacca
tcagtagaaa
atgcgagacc
gtaattatca
ttatagactg
tgaacatttc

tgttcacatt

agagtctcca
ttatcttaca
tagactttcc
ttttgttaag
ttcatgcaaa
attcattagt
agtgatgtct
tagaggagag
ccttttacaa
tgaagcttgc
ggtgaacacc
cgtggatata
tggtctgcgg
agagaagaat
ggatggacct
tgagcttgca
tgttgttgtt
tggatgctgg
acaggaagaa
gctgttgeca
tccaaaggac
gcccaageca
cgattctgat
cccagagagg
tgtgatgtcc
aaattgaatt

tttacaaata

/note="synthetic construct"

gacactaaga
tctaagaaat
agtcccattt
caaaccgtgc
cgtaaagttg
ctttcaccag
agtccctcag
actttgctcc
aatggaagtg
aatcatgggc
accgggtatc
gtcaagctgt
cctgtcgatt
gaatcatcct
cttgtactta
gtaattctta
cctggtgatg
attctaaaat
aagtatgaaa
aagctgtttg
aaccttatta
gacagtgacg
cagcgcttct
gttcggcagg
tttgagttgc
tgcacggttt
ggtagagtca

gcaggaatga
ctttgccatt
ctaagagatg
cctcagaaaa
gtggtacatc
gtacaccacc
caatgaagct
atattgcttc
atccaaatgt
acctgaaggt
aaaatgactc
tactttccta
atacagatga
cagctagcca
taggcagtgg
aggctaaaaa
cagttcaaag
ttgaatgggt
ttcctgaagg
atggatgcta
agctcgtcac
tgactcagac
gcacacagta
gcaaagtctg
ttcctcttga
gtgagagccc

ttcatatttg

cagcttccct gtggtttccec gaggcttcct tgecttcccge tctgcgagga gectttcatc

Page 22

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2530

60



Cgaaggcggg
cgggaacgag
cagtcgcgcec
aagtgactgc
gaagataaat
acatgacaat
tgcaggaaac
atatgttgtg
tcagcaagac
taaaaaggct
ccaaaaatgg
taagcaaaag
tggtgaaata
aactgaagtc
tgaagtagtg
attagaaaat
atgtagaacc
aaatatacca
atcagggagg
accttctaca
gctgttgecc
ttctattaag
tgttaaagac
ggtagtggaa
ctcaccactt
ctatggagcc
tgatgaaagt
ccactgctca
tgggctgtct
aaaatatact
aagtaccttg
ggtaaaagca
aggtccacgc

ctacttctat

acgatgccgg
cctcgttecg
gcgctcgacc
attggaactg
agacaactgg
gagctgtcag
aagaagaatt
agtaaagctt
tcatatgaat
tctgcaagat
aatttagagg
ctggtatcct
gacttactag
tctttaccat
actcctgaga
aatggaaaac
agcattctga
ttgcctgaat
aaaaacagta
ttaagtagtt
aatatggctg
ggcgacatac
catgctggat
ttattgctcc
cacgatgcag
tccagaaatg
atgaaatcgc
gtaatgaaca
tcagaacaac
gagtttgaca
aagtgtatgc
tgtctacgaa
agaagcaggc

ttgtggggaa

P-54-661-PCT-sequences-asfiled. txt

ataatcggca
cgcccgecat
gcctggagaa
gatgtccagt
acagcatgat
atttgaaaga
caattaaaat
cagtgcaaac
ttgtttcccc
ctggaaaaaa
cagaaaaaga
tctgtagcca
caagtggctc
tggctgagcea
aggtctgcaa
gtggccatca
gcaccagtgg
gttcttcacc
acatgtccga
caagttacag
tgaaaagaaa
cttctgttga
ggacaccatt
agcataaggc
ccaagaatgg
ctgttaatat
tattgctgct
ctgggcagceg
agaaaatgct
gtacagtaac
ttgggattct
gaaaagtatg
tcaacagaga

ccttcaaaca

gccgaggaac
ggaaccggat
gctgctgegce
gtgttacacc
tcaactttgt
agataaacct
gtggtttagc
ccagcctgea
aagtcctcct
gcaaaaaaag
agatggtgaa
accatctgtt
cttgacagaa
aatagagtct
aaattatctt
caatagactt
agattttgtt
accttcatgc
tgaattcatt
gcaagtgatg
tcatagagga
atacctttta
gcatgaagct
attggtgaac
gcacgtggat
atttggtctg
accagagaag
tagggatgga
cagtgagctt
tcatgttgtt
caatggatgc
tgaacaggaa
acagctgttg
ccatccaaag

Page 23

cggcagccga
ggtcgcgatg
tgctcgcgtt
ccggcctgga
agtaagcttc
aggaaaagtt
cctcgaagta
ataaaaaaag
gcagatgttt
aaaactttag
tttgactcca
atctccagtc
tctgaatgtt
ccagacacta
acatctaaga
tccagtccca
aagcaaaccy
aaacgtaaag
agtctttcac
tctagtccct
gagactttgc
caaaatggaa
tgcaatcatg
accaccgggt
atagtcaagc
cggcctgtcg
aatgaatcat
cctcttgtac
gcagtaattc
gttcctggty
tggattctaa
gaaaagtatg
ccaaagctgt

gacaacctta

ggatccgctc
cctgggecca
gtaattgtgt
tacaagactt
gaaatttgct
tgtttaatga
agaaagtcag
atgcaagtgc
ctgagagggc
ctgaaatcaa
aagaggaatc
ctcagataaa
ttggaagttt
agagcaggaa
aatctttgcc
tttctaagag
tgccctcaga
ttggtggtac
caggtacacc
cagcaatgaa
tccatattgce
gtgatccaaa
ggcacctgaa
atcaaaatga
tgttactttc
attatacaga
cctcagctag
ttataggcag
ttaaggctaa
atgcagttca
aatttgaatg
aaattcctga
ttgatggatg
ttaagctcgt

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



cactgcaggt
gaccatcaat
gtatatcatc
ctggaaggct
tgacagctga
cccagtcatt
ttgtctttga
14
2324

DNA_
Arti

<210>
<211>
<212>
<213>

<220>
<223>

<400> 14
cagcttccct

Cgaaggcggg
cgggaacgag
cagtcgcgcc
aagataaacc
tgtggtttag
cccagectgce
caagtcctcc
agcaaaaaaa
aagatggtga
aaccatctgt
ccttgacaga
aaatagagtc
aaaattatct
acaatagact
gagattttgt
caccttcatg
atgaattcat
ggcaagtgat
atcatagagg
aatacctttt

tgcatgaagc

gggggccaga

acagtcgcat
tatgaagatt
ccttcgagcet
atattatacc
gtactgtttt

atc

ficial

gtggtttccc
acgatgccgg
cctcgttecg
gcgctcgacc
taggaaaagt
ccctcgaagt
aataaaaaaa
tgcagatgtt
gaaaacttta
atttgactcc
tatctccagt
atctgaatgt
tccagacact
tacatctaag
ttccagtccc
taagcaaacc
caaacgtaaa
tagtctttca
gtctagtccc
agagactttg
acaaaatgga

ttgcaatcat

P-54-661-PCT-sequences-asfiled. txt

tcctcagtag
accatgcgag
tgtgtaatta
ggtttataga
agatgaacat

taatgttcac

gaggcttcct
ataatcggca
cgcccgecat
gcctggagaa
ttgtttaatg
aagaaagtca
gatgcaagtg
tctgagaggg
gctgaaatca
aaagaggaat
cctcagataa
tttggaagtt
aagagcagga
aaatctttgc
atttctaaga
gtgccctcag
gttggtggta
ccaggtacac
tcagcaatga
ctccatattg
agtgatccaa

gggcacctga

aaagcccaag
acccgattct
tcacccagag
ctgtgtgatg
ttcaaattga

atttttacaa

/note="synthetic construct"

tgcttccegce
gccgaggaac
ggaaccggat
gctgctgegce
atgcaggaaa
gatatgttgt
ctcagcaaga
ctaaaaaggc
accaaaaatg
Cctaagcaaaa
atggtgaaat
taactgaagt
atgaagtagt
cattagaaaa
gatgtagaac
aaaatatacc
catcagggag
caccttctac
agctgttgcc
cttctattaa
atgttaaaga
aggtagtgga

Page 24

ccagacagtg
gatcagcgct
agggttcggc
tcctttgagt
atttgcacgg
ataggtagag

tctgcgagga
cggcagccga
ggtcgcggtg
tgctcgegtt
caagaagaat
gagtaaagct
ctcatatgaa
ttctgcaaga
gaatttagag
gctggtatcc
agacttacta
ctctttacca
gactcctgag
taatggaaaa
cagcattctg
attgcctgaa
gaaaaacagt
attaagtagt
caatatggct
gggcgacata
ccatgctgga
attattgctc

acgtgactca
tctgcacaca
agggcaaagt
tgcttcctct
tttgtgagag

tcattcatat

gcctttcatc
ggatccgctc
cctgggecca
gatttgaaag
tcaattaaaa
tcagtgcaaa
tttgtttccc
tctggaaaaa
gcagaaaaag
ttctgtagcec
gcaagtggct
ttggctgagce
aaggtctgca
cgtggccatc
agcaccagtg
tgttcttcac
aacatgtccg
tcaagttaca
gtgaaaagaa
ccttctgttg
tggacaccat

cagcataagg

2160
2220
2280
2340
2400
2460
2473

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320



cattggtgaa
ggcacgtgga
tatttggtct
taccagagaa
gtagggatgg
tcagtgagct
ctcatgttgt
tcaatggatg
gtgaacagga
aacagctgtt
accatccaaa
gaaagcccaa
gacccgattc
atcacccaga
actgtgtgat
tttcaaattg
catttttaca
<210>
<211>

<212>
<213>

15
1456
DNA
Arti

<220>
<223>

<400> 15
cagcttccct

Cgaaggcggyg
cgggaacgag
cagtcgcgcc
tctgagagag
tgactgcatt
gataaataga
tgacaatgag
atccaaatgt
acctggaggt
aaaatgactc

tactttccta

caccaccggg
tatagtcaag
gcggcctgtce
gaatgaatca
acctcttgta
tgcagtaatt
tgttcctggt
ctggattcta
agaaaagtat
gccaaagctg
ggacaacctt
gccagacagt
tgatcagcgce
gagggttcgg
gtcctttgag
aatttgcacg

aataggtaga

ficial

gtggtttccc
acgatgccgg
cctcgttecy
gcgctcgacc
cctgtgtgtt
ggaactggat
caactggaca
ctgtcagggc
taaagaccat
agtggaatta
accacttcac

tggagcctcc

P-54-661-PCT-sequences-asfiled. txt

tatcaaaatg
ctgttacttt
gattatacag
tcctcagcta
cttataggca
cttaaggcta
gatgcagttc
aaatttgaat
gaaattcctg
tttgatggat
attaagctcg
gacgtgactc
ttctgcacac
cagggcaaag
ttgcttcctc
gtttgtgaga
gtcattcata

gaggcttcct
ataatcggca
cgcccgecat
gcctggagaa
taggaggatg
gtccagcgtg
gcatgattca
gacatacctt
gctggatgga
ttgctccage
gatgcagcca

agaaatgctg

actcaccact
cctatggagc
atgatgaaag
gccactgctc
gtgggctgtc
aaaaatatac
aaagtacctt
gggtaaaagc
aaggtccacg
gctacttcta
tcactgcagg
agaccatcaa
agtatatcat
tctggaaggc
ttgacagctg
gcccagtcat

tttgtctttg

/note="synthetic construct"

tgcttccege
gccgaggaac
ggaaccggat
gctgctgegce
tgagcacatc
ttacaccccg
actttgtagt
ctgttgaata
caccattgca
ataaggcatt
agaatgggca
ttaatatatt

Page 25

tcacgatgca
ctccagaaat
tatgaaatcg
agtaatgaac
ttcagaacaa
tgagtttgac
gaagtgtatg
atgtctacga
cagaagcagg
tttgtgggga
tgggggccag

tacagtcgca
ctatgaagat
tccttcgage
aatattatac
tgtactgttt

aatc

tctgcgagga
cggcagccga
ggtcgcggtg
tgctcgegtt
ttctgtagta
gcctggatac
aagcttcgaa
ccttttacaa
tgaagcttgc
ggtgaacacc
catggatata

tggtctgcgg

gccaagaatg
gctgttaata
ctattgctgc
actgggcagc
cagaaaatgc
agtacagtaa
cttgggattc
agaaaagtat
ctcaacagag
accttcaaac
atcctcagta
taccatgcga
ttgtgtaatt
tggtttatag
cagatgaaca

ttaatgttca

gccttteatc
ggatccgctc
cctgggecca
gtactaacat
attgtgtaag
aagacttgaa
atttgctaca
aatggaagtg
aatcatgggc
accgggtatc
gtcaagctgt

cctgtcgatt

1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2324

60
120
180
240
300
360
420
480
540
600
660
720



atacagatga
cagctagcca
taggcagtgg
aggctaaaaa
cagttcaaag
ttgaatgggt
ttcctgaagg
atggatgcta
agctcgtcac
tgactcagac
gcacacagta

gcaaagtctg

ttcctcttga cagcetg

<210> 16

<211> 1010
<212> DNA
<213>

<220>
<223>

<400> 16

gaggagcctt tcatccgaag

gccgaggatc
cggtgcctgg
gcgttgtact
tagtaatata
attgctgcta
tgggcagcgt
gaaaatgctc
tacagtaact
tgggattctc
aaaagtatgt
caacagagaa
cttcaaacac
cctcagtaga
ccatgcgaga

gtgtaattat

tgaaagtatg
ctgctcagta
gctgtcttca
atatactgag
taccttgaag
aaaagcatgt
tccacgcaga
cttctatttg
tgcaggtyggg
catcaataca
tatcatctat

gaaggctcct

Artificial

cgctccggga
gcccacagtce
aacattctga
tttggtctge
ccagagaaga
agggatggac
agtgagcttg
catgttgttg
aatggatgct
gaacaggaag
cagctgttgc
catccaaagg
aagcccaagc
cccgattctg

cacccagaga

P-54-661-PCT-sequences-asfiled. txt

aaatcgctat
atgaacactg
gaacaacaga
tttgacagta
tgtatgcttg
ctacgaagaa
agcaggctca
tggggaacct
ggccagatcc
gtcgcatacc
gaagatttgt
tcgagctggt

gcgggacgat
acgagcctcg
gcgccgegcet
gagagcctgt
ggcctgtcga
atgaatcatc
ctcttgtact
cagtaattct
ttcctggtga
ggattctaaa
aaaagtatga
caaagctgtt
acaaccttat
cagacagtga
atcagcgctt

gggttcggca

tgctgctacc
ggcagcgtag
aaatgctcag
cagtaactca
ggattctcaa
aagtatgtga
acagagaaca
tcaaacacca
tcagtagaaa
atgcgagacc
gtaattatca

ttatagactg

/note="synthetic construct"

gccggataat
ttccgegtcec
cgaccgectg
gtgtttagga
ttatacagat
ctcagctagc
tataggcagt
taaggctaaa
tgcagttcaa
atttgaatgg
aattcctgaa
tgatggatgc
taagctcgtc
cgtgactcag
ctgcacacag

gggcaaagtc

Page 26

agagaagaat
ggatggacct
tgagcttgcea
tgttgttgtt
tggatgctgg
acaggaagaa
gctgttgcca
tccaaaggac
gcccaagceca
cgattctgat
cccagagagg

tgtgatgtcc

cggcagccga
gccatggaac
gagaagctgc
ggatgtgagc
gatgaaagta
cactgctcag
gggctgtctt
aaatatactg
agtaccttga
gtaaaagcat
ggtccacgca
tacttctatt
actgcaggtg
accatcaata
tatatcatct

tggaaggctc

gaatcatcct
cttgtactta
gtaattctta
cctggtgatg
attctaaaat
aagtatgaaa
aagctgtttg
aaccttatta
gacagtgacg
cagcgcettct
gttcggcagg
tttgagttgc

ggaaccggca
cggatggtcg
tgcgctgcetc
acatcttctg
tgaaatcgct
taatgaacac
cagaacaaca
agtttgacag
agtgtatgct
gtctacgaag
gaagcaggct
tgtggggaac
ggggccagat

cagtcgcata
atgaagattt

cttcgagctg

780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1456

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



gtttatagac

<210>
<211>
<212>
<213>

<400> 17
gaggagcctt

17
780
DNA

gccgaggatc
cggtgcctgg
gcgttgtact
tagtaattgt
gatacaagac
tcgaaatttg
atgtgaacag
agaacagctg
acaccatcca
tagaaagccc
gagacccgat
ttatcaccca
<210>
<211>
<212>
<213>

<220>
<223>

<400>

18
702
DNA

18

tgtgtgatgt

Homo sapiens

tcatccgaag
cgctccggga
gcccacagtc
aacattctga
gtaagtgact
ttgaagataa
ctacatgaca
gaagaaaagt
ttgccaaagc
aaggacaacc
aagccagaca
tctgatcage
gagagggttc

Artificial

P-54-661-PCT-sequences-asfiled. txt
cctttgagtt gcttcctctt gacagctgaa

gcgggacgat
acgagcctcg
gcgccgeget
gagagcctgt
gcattggaac
atagacaact
atgagctgtc
atgaaattcc
tgtttgatgg
ttattaagct
gtgacgtgac
gcttctgcac
ggcagggcaa

agacgcggga agagcttggc cggtttcgag

cgaggcctcc
gataatcggc
gcgcccgeca
cgcctggaga
atgtgaacag
agaacagctg
acaccatcca
tagaaagccc
gagacccgat
ttatcaccca

agactgtgtg

ttgcttcecy
agccgaggaa
tggaaccgga
agctgctgcg
gaagaaaagt
ttgccaaagc
aaggacaacc
aagccagaca
tctgatcage
gagagggttc
atgtcctttg

ctctccgagg
ccggcagcecg
tggtcgeggt
ctgctcgegt
atgaaattcc
tgtttgatgg
ttattaagct
gtgacgtgac
gcttctgcac

ggcagggcaa
agttgcttcc

gccggataat
ttccgegtec
cgaccgcctg
gtgtttagga
tggatgtcca
ggacagcatg
aggggtaaaa
tgaaggtcca
atgctacttc
cgtcactgca
tcagaccatc
acagtatatc

agtctggaag

/note="synthetic construct"

tcgctgacct
agcctttcat
aggatccgct
gcctgggecc
tggggtaaaa
tgaaggtcca
atgctacttc
cgtcactgca
tcagaccatc
acagtatatc
agtctggaag

tcttgacagce
Page 27

cggcagccga
gccatggaac
gagaagctgc
ggatgtgagc
gtgtgttaca
attcaacttt
gcatgtctac
cgcagaagca
tatttgtggg
ggtgggggcc
aatacagtcg
atctatgaag

gctccttcga

gcagcttccc
CCgaaggcgg
ccgggaacga
acagtcgcgc
gcatgtctac
cgcagaagca
tatttgtggg
ggtgggggcc
aatacagtcg
atctatgaag
gctccttcga
tg

ggaaccggca
cggatggtcg
tgcgctgcetc
acatcttctg
cccecggectg
gtagtaagct
gaagaaaagt
ggctcaacag
gaaccttcaa
agatcctcag
cataccatgc
atttgtgtaa
gctggtttat

tgtggttccc
gacgatgccg
gcctegttcec
cgcgctcgac
gaagaaaagt
ggctcaacag
gaaccttcga
agatcctcag
cataccatgc
atttgtgtaa

gctggtttat

1010

60
120
180
240
300
360
420
480
540
600
660
720
780

60
120
180
240
300
360
420
480
540
600
660
702



<210>
<211>
<212>
<213> Homo

<400> 19
aagtcagata

19
2000
DNA

caagtgctca
agagggctaa
aaatcaacca
aggaatctaa
agataaatgg
gaagtttaac
gcaggaatga
ctttgccatt
ctaagagatg
cctcagaaaa
gtggtacatc
gtacaccacc
caatgaagct
atattgcttc
atccaaatgt
acctgaaggt
aaaatgactc
tactttccta
atacagatga
cagctagcca
taggcagtgg
aggctaaaaa
cagttcaaag
ttgaatgggt
ttcctgaagg
atggatgcta
agctcgtcac
tgactcagac

gcacacagta

sapiens

tgttgtgagt
gcaagactca
aaaggcttct
aaaatggaat
gcaaaagctg
tgaaatagac
tgaagtctct
agtagtgact
agaaaataat
tagaaccagc
tataccattg
agggaggaaa
ttctacatta
gttgcccaat
tattaagggc
taaagaccat
agtggaatta
accacttcac
tggagcctcc
tgaaagtatg
ctgctcagta
gctgtcttca
atatactgag
taccttgaag
aaaagcatgt
tccacgcaga
cttctatttg
tgcaggtggg
catcaataca

tatcatctat

P-54-661-PCT-sequences-asfiled. txt

aaagcttcag
tatgaatttg
gcaagatctg
ttagaggcag
gtatccttct
ttactagcaa
ttaccattgg
cctgagaagg
ggaaaacgtg
attctgagcea
cctgaatgtt
aacagtaaca
agtagttcaa
atggctgtga
gacatacctt
gctggatgga
ttgctccage
gatgcagcca
agaaatgctg
aaatcgctat
atgaacactg
gaacaacaga
tttgacagta
tgtatgcttg
ctacgaagaa
agcaggctca
tggggaacct
ggccagatcc
gtcgcatacc

gaagatttgt

tgcaaaccca
tttccccaag
gaaaaaagca
aaaaagaaga
gtagccaacc
gtggctcctt
ctgagcaaat
tctgcaaaaa
gccatcacaa
ccagtggaga
cttcaccacc
tgtccgatga
gttacaggca
aaagaaatca
ctgttgaata
caccattgca
ataaggcatt
agaatgggca
ttaatatatt
tgctgctacc
ggcagcgtag
aaatgctcag
cagtaactca
ggattctcaa
aagtatgtga
acagagaaca
tcaaacacca
tcagtagaaa
atgcgagacc
gtaattatca

Page 28

gcctgcaata
tcctectgea
aaaaaagaaa
tggtgaattt
atctgttatc
gacagaatct
agagtctcca
ttatcttaca
tagactttcc
ttttgttaag
ttcatgcaaa
attcattagt
agtgatgtct
tagaggagag
ccttttacaa
tgaagcttgc
ggtgaacacc
cgtggatata
tggtctgcgg
agagaagaat
ggatggacct
tgagcttgca
tgttgttgtt
tggatgctgg
acaggaagaa
gctgttgcca
tccaaaggac
gcccaagceca
cgattctgat

cccagagagg

aaaaaagatg
gatgtttctg
actttagctg
gactccaaag
tccagtectc
gaatgttttg
gacactaaga
tctaagaaat
agtcccattt
caaaccgtgc
cgtaaagttg
ctttcaccag
agtccctcag
actttgctcc
aatggaagtg
aatcatgggc
accgggtatc
gtcaagctgt
cctgtcgatt
gaatcatcct
cttgtactta
gtaattctta
cctggtgatg
attctaaaat
aagtatgaaa
aagctgtttg
aaccttatta
gacagtgacg
cagcgcttct

gttcggcagg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800



gcaaagtctg
ttcctcttga
gtgagagccc
ttcatatttg
<210>
<211>

<212>
<213>

20

DNA
<400> 20

tttccagtcc
ttaagcaaac
gcaaacgtaa
ttagtctttc
tgtctagtcc
gagagacttt
tacaaaatgg
cttgcaatca
acaccaccgg
atatagtcaa
tgcggectgt
agaatgaatc
gacctcttgt
ttgcagtaat
ttgttcctgg
gctggattct
aagaaaagta
tgccaaagcet
aggacaacct
agccagacag
ctgatcagcg
agagggttcg
tgtcctttga
gaatttgcac
aaataggtag

<210>
<211>

21
24

1475

gaaggctcct
cagctgaata
agtcattgta
tctttgaatc

Homo sapiens

catttctaag
cgtgccctca
agttggtggt
accaggtaca
ctcagcaatg
gctccatatt
aagtgatcca
tgggcacctg
gtatcaaaat
gctgttactt
cgattataca
atcctcagcet
acttataggc
tcttaaggct
tgatgcagtt
aaaatttgaa
tgaaattcct
gtttgatgga
tattaagctc
tgacgtgact
cttctgcaca
gcagggcaaa
gttgcttect
ggtttgtgag
agtcattcat

P-54-661-PCT-sequences-asfiled. txt
tcgagctggt ttatagactg tgtgatgtcc tttgagttgce

ttataccaga

ctgtttttaa

agatgtagaa
gaaaatatac
acatcaggga
ccaccttcta
aagctgttgc
gcttctatta
aatgttaaag
aaggtagtgg
gactcaccac
tcctatggag
gatgatgaaa
agccactgct
agtgggctgt
aaaaaatata
caaagtacct
tgggtaaaag
gaaggtccac
tgctacttct
gtcactgcag
cagaccatca
cagtatatca
gtctggaagg
cttgacagct
agcccagtca

atttgtcttt

tgaacatttc

tgttcacatt

ccagcattct
cattgcctga
ggaaaaacag
cattaagtag
ccaatatggc
agggcgacat
accatgctgg
aattattgct
ttcacgatgc
cctccagaaa
gtatgaaatc
cagtaatgaa
cttcagaaca
ctgagtttga
tgaagtgtat
catgtctacg
gcagaagcag
atttgtgggg
gtgggggcca

atacagtcgc
tctatgaaga
ctccttecgag
gaatattata
ttgtactgtt

gaatc

Page 29

aaattgaatt

tttacaaata

gagcaccagt
atgttcttca
taacatgtcc
ttcaagttac
tgtgaaaaga
accttctgtt
atggacacca
ccagcataag
agccaagaat
tgctgttaat
gctattgctg
cactgggcag
acagaaaatg
cagtacagta
gcttgggatt
aagaaaagta
gctcaacaga
aaccttcaaa
gatcctcagt
ataccatgcg
tttgtgtaat
ctggtttata
ccagatgaac

tttaatgttc

tgcacggttt
ggtagagtca

ggagattttg
ccaccttcat
gatgaattca
aggcaagtga
aatcatagag
gaataccttt
ttgcatgaag
gcattggtga
gggcacgtgg
atatttggtc
ctaccagaga
cgtagggatg
ctcagtgagc
actcatgttg
ctcaatggat
tgtgaacagg
gaacagctgt
caccatccaa
agaaagccca
agacccgatt
tatcacccag
gactgtgtga
atttcaaatt

acatttttac

1860
1920
1980
2000

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1475



<212>
<213>

PRT
Arti

<220>
<223>

<400> 21

ficial

P-54-661-PCT-sequences-asfiled. txt

/note="synthetic construct"

Met val Ala val Pro Gly Pro Thr val Ala Pro Arg Ser Thr Ala Trp
1 5 10 15

Arg Ser Cys Cys Ala Ala Arg val

<210> 22
<211> o6
<212> PRT
<213> Arti

<220>
<223>

<400> 22

20

ficial

Gly Arg His Thr Phe Cys
1 5

<210>
<211>
<212>
<213> Homo

<400> 23
tttgctccat

23
1168
DNA

tggaagtgat
tcatgggcac
cgggtatcaa
caagctgtta
tgtcgattat
atcatcctca
tgtacttata
aattcttaag
tggtgatgca
tctaaaattt
gtatgaaatt
gctgtttgat
ccttattaag
cagtgacgtg
gcgcttctge

sapiens

attgcttcta
ccaaatgtta
ctgaaggtag
aatgactcac
ctttcctatg
acagatgatg
gctagccact
ggcagtgggc
gctaaaaaat
gttcaaagta
gaatgggtaa
cctgaaggtc
ggatgctact
ctcgtcactg
actcagacca

acacagtata

ttaagggcga
aagaccatgc
tggaattatt
cacttcacga
gagcctccag
aaagtatgaa
gctcagtaat
tgtcttcaga
atactgagtt
ccttgaagtg
aagcatgtct
cacgcagaag
tctatttgtg
caggtggggg
tcaatacagt

tcatctatga

/note="synthetic construct"

cataccttct
tggatggaca
gctccagcat
tgcagccaag
aaatgctgtt
atcgctattg
gaacactggg
acaacagaaa
tgacagtaca
tatgcttggg
acgaagaaaa
caggctcaac
gggaaccttc
ccagatcctc
cgcataccat
agatttgtgt

Page 30

gttgaatacc
ccattgcatg
aaggcattgg
aatgggcacg
aatatatttg
ctgctaccag
cagcgtaggg
atgctcagtg
gtaactcatg
attctcaatg
gtatgtgaac
agagaacagc
aaacaccatc
agtagaaagc
gcgagacccg

aattatcacc

ttttacaaaa
aagcttgcaa
tgaacaccac
tggatatagt
gtctgcggec
agaagaatga
atggacctct
agcttgcagt
ttgttgttcc
gatgctggat
aggaagaaaa
tgttgccaaa
caaaggacaa
ccaagccaga
attctgatca

cagagagggt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



P-54-661-PCT-sequences-asfiled. txt
tcggcagggc aaagtctgga aggctccttc gagctggttt atagactgtg tgatgtcctt 1020

tgagttgctt cctcttgaca gctgaatatt ataccagatg aacatttcaa attgaatttg 1080
cacggtttgt gagagcccag tcattgtact gtttttaatg ttcacatttt tacaaatagg 1140
tagagtcatt catatttgtc tttgaatc 1168
<210> 24

<211> 347

<212> PRT

<213> Homo sapiens

<400> 24

Leu Leu His Ile Ala Ser Ile Lys Gly Asp Ile Pro Ser val Glu Tyr

1 5 10 15

Leu Leu Gln Asn Gly Ser Asp Pro Asn val Lys Asp His Ala Gly Trp
20 25 30

Thr Pro Leu His Glu Ala Cys Ash His Gly His Leu Lys Vval val Glu
35 40 45

Leu Leu Leu GIn His Lys Ala Leu val Asn Thr Thr Gly Tyr Gln Asn
50 55 60

Asp Ser Pro Leu His Asp Ala Ala Lys Asn Gly His val Asp Ile val
65 70 75 80

Lys Leu Leu Leu Ser Tyr Gly Ala Ser Arg Asn Ala val Asn Ile Phe
85 90 95

Gly Leu Arg Pro val Asp Tyr Thr Asp Asp Glu Ser Met Lys Ser Leu
100 105 110

Leu Leu Leu Pro Glu Lys Asn Glu Ser Ser Ser Ala Ser His Cys Ser
115 120 125

val Met Asn Thr Gly Gln Arg Arg Asp Gly Pro Leu val Leu Ile Gly
130 135 140

Ser Gly Leu Ser Ser Glu Gln Gln Lys Met Leu Ser Glu Leu Ala val
145 150 155 160

ITe Leu Lys Ala Lys Lys Tyr Thr Glu Phe Asp Ser Thr val Thr His
165 170 175

val val val Pro Gly Asp Ala val Gln Ser Thr Leu Lys Cys Met Leu
180 185 190

Gly Ile Leu Asn Gly Cys Trp Ile Leu Lys Phe Glu Trp val Lys Ala
195 200 205

Page 31



Cys

Glu

225

Leu

Pro

Leu

Thr

Gln

305

Arg

val

Leu

210

Gly

Phe

Lys

Ser

val

290

Tyr

Gln

Met

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

Arg

Pro

Asp

Asp

Arg

Ala

Ile

Gly

Ser

25
30
PRT

Arg

Arg

Gly

Asn

260

Lys

Tyr

Ile

Lys

Phe
340

Lys

Arg

245

Leu

Pro

His

Tyr

val

325

Glu

Artificial

val

Ser

230

Tyr

Ile

Lys

Ala

Glu

310

Trp

Leu

/note="synthetic

25

Leu Lys Glu Asp Lys Pro
5

Lys Lys Asnh ggr Ile Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
cgactggagc acgaggacac tga

<210>
<211>

26
23
DNA

Artificial

P-54-661-PCT-sequences-asfiled. txt

215

Arg

Phe

Lys

Pro

Arg

Asp

Lys

Leu

Leu

Tyr

Leu

Asp

280

Pro

Leu

Ala

Pro

Asn

Leu

val

265

Ser

Asp

Cys

Pro

Leu
345

construct"

Arg Glu Gln
235

Trp Gly Thr

Thr Ala Gly

Asp val Thr

Ser Asp Gln
300

Asn Tyr His
315

Ser Ser Trp
330

Asp Ser

Leu

Phe

Gly

Gln

285

Arg

Pro

Phe

Leu

Lys

Gly

Thr

Phe

Glu

Ile

Cys Glu Gln Glu Glu Egg Tyr Glu Ile

Pro

His

255

Gln

Ile

Cys

Arg

Asp
335

Pro

Ile

Asn

Thr

val

320

Cys

Arg Lys Ser Leu Phe Asn Asp Ala Gly Asn

10

Met Trp Phe Ser Pro Arg Ser Lys
25 30

/="synthetic construct"

26

27
17

Page 32

15

23



P-54-661-PCT-sequences-asfiled. txt
<212> DNA
<213> Artificial

<220>
<223> /note="synthetic construct

<400> 27
gttgccaaag ctgtttg 17

<210> 28

<211> 26

<212> DNA

<213> Artificial

<220> ]
<223> /note="synthetic construct

<400> 28
ggacactgac atggactgaa ggagta 26

<210> 29

<211> 20

<212> DNA

<213> Artificial

<220>
<223> /="synthetic construct"

<400> 29
ttttgatacc cggtggtgtt 20

<210> 30

<211> 18

<212> PRT

<213> Artificial

<220>
<223> /note="synthetic construct

<400> 30

Gly Leu Arg Pro val Asp Tyr Thr Asp Asp Glu Ser Met Lys Ser Leu
1 5 10 15
Leu Leu

<210> 31

<211> 20

<212> DNA

<213> Artificial

<220> ]
<223> /note="synthetic construct"

<400> 31
gaggagcctt tcatccgaag 20

<210> 32

<211> 21

<212> DNA

<213> Artificial

Page 33



P-54-661-PCT-sequences-asfiled. txt

<220> )
<223> /note="synthetic construct"

<400> 32
cagctgtcaa gaggaagcaa c 21

<210> 33

<211> 20

<212> DNA

<213> Artificial

<220>
<223> /note="synthetic construct"

<400> 33
gtgactgcat tggaactgga 20

<210> 34

<211> 20

<212> DNA

<213> Artificial

<220> )
<223> /note="synthetic construct"

<400> 34
agcaagtggc tccttgacag 20

<210> 35

<211> 24

<212> DNA

<213> Artificial

<220> )
<223> /note="synthetic construct"

<400> 35
ccagtcccat ttctaagaga tgta 24

<210> 36

<211> 18

<212> DNA

<213> Artificial

<220> ]
<223> /note="synthetic construct"

<400> 36
gaggagagac tttgctcc 18

<210> 37

<211> 18

<212> DNA

<213> Artificial

<220> )
<223> /note="synthetic construct"

<400> 37
gctggatgga caccattg 18

Page 34



<210>
<211>
<212>
<213>

<220>
<223>

<400>

P-54-661-PCT-sequences-asfiled. txt

38

20

DNA
Artificial

/note="synthetic construct"

38

ctccagcata aggcattggt

Page 35
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