eolf-seql.txt
SEQUENCE LISTING

<110> INSTITUT CATALA D'ONCOLOGIA

<120> Adenovirus with mutations in the endoplasmic reticulum retention
domain of the E3-19K protein and their use in cancer treatment
<130> P1101PC00
<150> ES 200700665
<151> 2007-03-14
<160> 8
<170> PatentIn version 3.5
<210> 1
<211> 484
<212> DNA
<213> Artificial sequence
<220> . 0 . 0 0
<223> Mutant of codifying region for protein E3-19K of human adenovirus
serotype 5
<400> 1
atgattaggt acataatcct aggtttactc acccttgcgt cagcccacgg taccacccaa 60
aaggtggatt ttaaggagcc agcctgtaat gttacattcg cagctgaagc taatgagtgc 120
accactctta taaaatgcac cacagaacat gaaaagctgc ttattcgcca caaaaacaaa 180
attggcaagt atgctgttta tgctatttgg cagccaggtg acactacaga gtataatgtt 240
acagttttcc agggtaaaag tcataaaact tttatgtata cttttccatt ttatgaaatg 300
tgcgacatta ccatgtacat gagcaaacag tataagttgt ggcccccaca aaattgtgtg 360
gaaaacactg gcactttctg ctgcactgct atgctaatta cagtgctcgc tttggtctgt 420
accctactct atattaaata caaaaagcag acgcagcttt attgaggaaa agaaaatgcc 480
ttaa 484
<210> 2
<211> 7
<212> PRT
<213> Artificial sequence
<220> .
<223> Fragment of mutated carboxy-terminal fragment of protein E3-19K
of human adenovirus type 5
<400> 2

Lys Lys Gln Thr Gln Leu Tyr
1 5

<210> 3
<211> 13
<212> PRT
<213>

type 5
<400> 3

Lys Ser Arg Arg Ser Phe Ile Glu Glu Lys Lys Met Pro
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Fragment of wild type C-terminus fragment of E3-19K of human adenovirus



1
<210> 4
<211> 483
<212> DNA
<213>
<220>
<223>

type
<400> 4
atgattaggt
aaggtggatt
accactctta
attggcaagt
acagttttcc
tgcgacatta
gaaaacactg
accctactct
taa
<210> 5
<211> 13
<212> PRT
<213>
<220>
<223>
<400> 5

5

acataatcct
ttaaggagcc
taaaatgcac
atgctgttta
agggtaaaag
ccatgtacat
gcactttctg

atattaaata

Artificial sequence

aggtttactc
agcctgtaat
cacagaacat
tgctatttgg
tcataaaact
gagcaaacag
ctgcactgct

caaaagcaga

Artificial sequence

eolf-seql.txt

10

acccttgegt
gttacattcg
gaaaagctgc
cagccaggtg
tttatgtata
tataagttgt
atgctaatta

cgcagcttta

Fragment of mutated carboxy-terminal
of human adenovirus type 5

Lys Ser Arg Arg Ser Pro Ile Glu Glu Ser Ser
1 5

<210> ©
<211> 5
<212> PRT
<213>

<400> 6
Glu Lys Lys
1

<210> 7
<211> 2512
<212> DNA
<213>

<220>

<223>

Met Pro
5

Artificial sequence

10

_ Signal sequence for retention at the
wild type human adenovirus type 5

cagcccacgg
cagctgaagc
ttattcgcca
acactacaga
cttttccatt
ggcccccaca
cagtgctcgc

ttgaggaaag

fragment of protein E3-19K

Met Pro

endoplasmic reticulum of E3-19K of

taccacccaa
taatgagtgc
caaaaacaaa
gtataatgtt
ttatgaaatg
aaattgtgtg
tttggtctgt

cagcatgcct

Mutant of codifying region for protein E3-19K of human adenovirus

60
120
180
240
300
360
420
480
483

Sequence with the regulatory regions DM1 <insulator (from position

367 to 1095); a fragment of the E2F1l promoter (from position 1282
to 1545); the ccacc kozak sequence (from position 1546 to 1550);
and the Ela- 24 gene (from position 1551 to 2512).
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<400> 7
catcatcaat

ttgtgacgtg
gatgttgcaa
gtgtgcgcecg
taaatttggg
agtgaaatct
gatccctcga
cggggcacgg
gtctccgecc
ggccgggtcec
ctgctgctgg
gatgggcaaa
cgcaccccca
tctggggagc
ccgcttttte
ggctccgecc
gctacaggac
tcggtattta
cccteccatcet
atctgtgtgt
aaacgaaaca
catttctcta
gccgtaccge
agccaatagg
ctcggcggcet
tttgcaggca
ttatctgcca
tcgaagaggt
acgaactgta
agatttttcc
cgcecggegcec
agagagcctt
gtgacgacga
acggttgcag

tataccttcc
gcgcggggcyg
gtgtggcgga
gtgtacacag
cgtaaccgag
gaataatttt
gaccctgaaa
cacagaagcc
agctccagtc
gcggccggceg
ggggatcaca
ctgcaggcct
cctatcgttg
gtctggcgcg
ggggatcccg
gcttcggegg

ccccaacaac
ttgtctgtcc
gcccctcgag
tggttttttg
aaacaaacta
tcgataggta
cccgegeege
aaccgccgec
cgtggctctt
gcggcggccyg
cggaggtgtt
actggctgat
tgatttagac
cgactctgta
cggttctecy
gggtccggtt
ggatgaagag
gtcttgtcat

attttggatt
tgggaacggg
acacatgtaa
gaagtgacaa
taagatttgg
gtgttactca
ctgtcttcga
gcgcccaccg
ctgtgatccg
aacggggctc
gaccatttct
gggaaggcag
gttcgcaaag
atctctgect
cgccccecte
tttggatatt
cccaatccac
ccacctagga
tctagagatg
tgtgaatcga
gcaaaatagg
ccatccggac
cgccccatct
gttgttcccg
tcgcggcaaa
ggggcggagce
attaccgaag
aatcttccac
gtgacggccc
atgttggcgg
gagccgectce
tctatgccaa
ggtgaggagt

tatcaccgga

eolf-seql.

gaagccaata
gcgggtgacg
gcgacggatg
ttttcgcgeg
ccattttcgc
tagcgcgtaa
ctccggggcec
cctgccagtt
ggcccgeccc
gaagggtcct
ttctttcgge
caagccgggc
tgcaaagctt
gcttactcgg
ctcacttgcg
tattgacctc
gttttggatg
cccecacccc
gccgcaataa
tagtactaac
ctgtccccag
aaagcctgeg
cgccectege
tcacggccgg
aaggatttgg
gggatcgagc
aaatggccgce
ctcctagceca
ccgaagatcc
tgcaggaagg
acctttcccg
accttgtacc
ttgtgttaga

ggaatacggg
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txt

tgataatgag
tagtagtgtg
tggcaaaagt
gttttaggcg
gggaaaactg
tctctageat
ccgttggaag
cacaaccgct
ctagcggcecg
tgtagccggg
caggctgagg
cgtccgtgtt
tcttgtgcat
gaaatttgct
ctgctctcgg
gtcctccgac
cactgagacc
cgaccctege
aatatcttta
atacgctctc
tgcaagtgca
cgcgeeecge
cgccgggtec
ggcagccaat
cgcgtaaaag
cctcgecacc
cagtcttttg
ttttgaacca
caacgaggag
gattgactta
gcagcccgag
ggaggtgatc
ttatgtggag

ggacccagat

ggggtggagt
gcggaagtgt
gacgtttttg
gatgttgtag
aataagagga
cgatgtcgag
actgagtgcc
ccgagegtgg
gggagggagyg
aatgctgctg
ccctgacgtg
ccatcctcca
gacgccctge
tttgccaaac
agccccagcec
tcgctgacag
ccgacattcc
gaataaaagg
ttttcattac
catcaaaaca
ggtgccagaa
cccgecattg
ggcgcgttaa
tgtggcgacy
tggccgggac
atgagacata
gaccagctga
cctacccttc
gcggtttcge
ctcacttttc
cagccggage
gatccaccca
caccccgggc

attatgtgtt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040



cgctttgcta
tgggtgatag
gtttaaagaa
gcccgageca
cctgagacgc
ctccggtect
accagttgcc
taacgagcct
<210> 8

<211>

<212>
<213>

DNA

<220>
<223>

1773

tatgaggacc
agtggtgggt
ttttgtattg
gaaccggagc
ccgacatcac
tctaacacac
gtgagagttg
gggcaacctt

tgtggcatgt
ttggtgtggt
tgattttttt
ctgcaagacc
ctgtgtctag
ctcctgagat
gtgggcgtcg
tggacttgag

Artificial sequence

eolf-seql.
ttgtctacag
aatttttttt
aaaaggtcct
tacccgccgt
agaatgcaat
acacccggtg
ccaggctgtg

ctgtaaacgc

txt

taagtgaaaa
ttaattttta
gtgtctgaac
cctaaaatgg
agtagtacgg
gtcccgetgt
gaatgtatcg

cccaggcecat

containing the RGD motif (from 1648 to 1656).

<400> 8
atgaagcgcg

accggtcctc
gagagtcccc
atgcttgcgc
caaaatgtaa
atatctgcac
atggtcgcgg
aaacttagca
acatcaggcc
ctaactactg
ggaaaactag
accgtagcaa
ggagccttgg
attgattctc
caactaaatc
attaactaca
gttaacctaa
ggagatgggc
attggccatg
cttagttttg

caagaccgtc
caactgtgcc
ctggggtact
tcaaaatggg
ccactgtgag
ccctcacagt
gcaacacact
ttgccaccca
ccctcaccac
ccactggtag
gactaaagta
ctggtccagg
gttttgattc
aaaacagacg
taagactagg
acaaaggcct
gcactgccaa
ttgaatttgg
gcctagaatt

acagcacagg

tgaagatacc
ttttcttact
ctctttgege
caacggcctc
cccacctctc
tacctcagaa
caccatgcaa
aggacccctc
caccgatagc
cttgggcatt
cggggctcct
tgtgactatt
acaaggcaat
ccttatactt
acagggccct
ttacttgttt
ggggttgatg
ttcacctaat
tgattcaaac

tgccattaca

ttcaaccccg
cctcectttg
ctatccgaac
tctctggacg
aaaaaaacca
gccctaactg
tcacaggccc
acagtgtcag
agtaccctta
gacttgaaag
ttgcatgtaa
aataatactt
atgcaactta
gatgttagtt
ctttttataa
acagcttcaa
tttgacgcta
gcaccaaaca
aaggctatgg

gtaggaaaca
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tgtatccata
tatcccccaa
ctctagttac
aggccggcaa
agtcaaacat
tggctgecgc
cgctaaccgt
aaggaaagct
ctatcactgc
agcccattta
cagacgacct
ccttgcaaac
atgtagcagg
atccgtttga
actcagccca
acaattccaa
cagccatagc
caaatcccct
ttcctaaact

aaaataatga

ttatgggcag
cagttttgtg
ctgagcctga
cgcctgctat
atagctgtga
gccccattaa
aggacttgct

aa

(from position 1639 to 1665)

tgacacggaa
tgggtttcaa
ctccaatggc
ccttacctcc
aaacctggaa
cgcacctcta
gcacgactcc
agccctgcaa
ctcaccccct
tacacaaaat
aaacactttg
taaagttact
aggactaagg
tgctcaaaac
caacttggat
aaagcttgag
cattaatgca
caaaacaaaa
aggaactggc

taagctaact

2100
2160
2220
2280
2340
2400
2460
2512

Sequence codifying the fiber of the human adenovirus type 5 (from
position 1 to 1638; and position 1666 to 1773) containing an
insertion of the peptide RGD

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200



ttgtggacca
ctcactttgg
gttaaaggca
tttgacgaaa
agaaatggag
ctatcagctt
tacttaaacg
gaaacaggag
atgtcatttt

tcttacactt

caccagctcc
tcttaacaaa
gtttggctcc
atggagtgct
atcttactga
atccaaaatc
gagacaaaac
acacaacttg
catgggactg
tttcatacat

atctcctaac
atgtggcagt
aatatctgga
actaaacaat
aggcacagcc
tcacggtaaa
taaacctgta
tgactgccgc
gtctggecac

tgcccaagaa

eolf-seql.
tgtagactaa
caaatacttg
acagttcaaa
tccttectgg
tatacaaacg
actgccaaaa
acactaacga
ggagactgtt
aactacatta

taa

Page 5

txt

atgcagagaa
ctacagtttc
gtgctcatct
acccagaata
ctgttggatt
gtaacattgt
tcacactaaa
tctgeccatc

atgaaatatt

agatgctaaa
agttttggct
tattataaga
ttggaacttt
tatgcctaac
cagtcaagtt
cggtacacag
tgcatactct

tgccacatcc

1260
1320
1380
1440
1500
1560
1620
1680
1740
1773



