<110>

<120>

<130>

<160>

<170>

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>
atg ttt aca aac
Met Phe Thr Asn

1

atg
Met

gtc
Val

gac
Asp

gtg
Val
65

ctt

Leu

acc
Thr

tgc
Cys

atc
Ile

gtc
Val

gag
Glu

agt
Ser

tgg
Trp

gtt
Val

tgg
Trp

aac
Asn

aag
Lys

cgt
Arg
130

cac
His
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618
DNA
Homo

CDS
(1)

1

aat
Asn

cgg9
Arg

gat
Asp

cag
Gln

gat
Asp

cag
Gln

tcc
Ser
115

atc
Ile

ttt
Phe

sapiens

gtt
Val
20

agc
Ser

tct
Ser

ttg
Leu

tgt
Cys

caa
Gln
100

tgg
Trp

gtt
Val

gag
Glu

.. (618)

aaa
Lys

gca
Ala

cga
Arg

ggc
Gly

gca
Ala

gat
Asp
85

cag
Gln

cag
Gln

999
Gly

tgt
Cys

acc
Thr

aca
Thr

aat
Asn

tac
Tyr

caa
Gln
70

gat
Asp

tgg
Trp

tca
Ser

aca
Thr

cca
Pro

ttc
Phe

att
Ile

gcc
Ala

aca
Thr
55

ccg
Pro

cga
Arg

acc
Thr

gta
Val

cac
His
135

gag
Glu

act
Thr

gct
Ala

ttg
Leu
40

tgt
Cys

tac
Tyr

agc
Ser

atg
Met

act
Thr
120

aac
Asn

cag
Gln

ctt
Leu

gat
Asp
25

ctg
Leu

cac
His

atg
Met

tat
Tyr

gtt
Val
105

ttt
Phe

aca
Thr

cag
Gln

gag
Glu
10

tgt
Cys

aat
Asn

cag
Gln

att
Ile

agc
Ser
90

gct
Ala

gaa
Glu

gca
Ala

agc
Ser

aag
Lys

gcc
Ala

gg9g9
Gly

cta
Leu

999
Gly
75

tac

Tyr

gac
Asp

agg
Arg

aat
Asn

agc
Ser

999
Gly

agt
Ser

gac
Asp

gga
Gly

tca
Ser

tac
Tyr

aga
Arg

cag
Gln

gag
Glu
140

cag
Gln

ctg
Leu

gtg
Val

act
Thr
45

agt
Ser

ata
Ile

gtt
Val

act
Thr

cct
Pro
125

gtg
Val

aag
Lys

ata
Ile

att
Ile
30

aag
Lys

ggt
Gly

cgg9
Arg

gag
Glu

aaa
Lys
110

gcc
Ala

ttc
Phe

gag
Glu

gtt
Val
15

gaa
Glu

aat
Asn

gcg
Ala

tta
Leu

gtt
Val
95

gtc
Val

tcc
Ser

cac
His

gaa
Glu

ccc
Pro

gga
Gly

tat
Tyr

att
Ile

cta
Leu
80

tct

Ser

tcc
Ser

ttc
Phe

tgt
Cys

aat
Asn

48

96

144

192

240

288

336

384

432

480



145

agt
Ser

gac
Asp

cca
Pro

gag
Glu

tcc
Ser

ggc
Gly

<210>
<211>
<212>
<213>

<400>

gaa
Glu

cat
His

tcc
Ser
195

205
PRT
Homo

Met Phe Thr

1

Met

Val

Asp

Val

65

Leu

Thr

Cys

Ile

Val
145

Glu

Ser

Trp

50

Val

Trp

Asn

Lys

Arg

130

His

Asn

Arg

35

Asp

Gln

Asp

Gln

Ser

115

Ile

Phe

tcg
Ser

gcg
Ala
180

aac
Asn

999
Gly
165

ctg
Leu

tca
Ser

sapiens

Asn

Val

20

Ser

Ser

Leu

Cys

Gln

100

Trp

Val

Glu

Lys

Ala

Arg

Gly

Ala

Asp

Gln

Gln

Gly

Cys

150

aca
Thr

cgg
Arg

cgc
Arg

Thr

Thr

Asn

Tyr

Gln

70

Asp

Trp

Ser

Thr

Pro
150

999
Gly

gcg
Ala

tcc
Ser

Phe

Ile

Ala

Thr

55

Pro

Arg

Thr

Val

His

135

Glu

gac
Asp

cct
Pro

cce
Pro
200

Thr

Ala

Leu

40

Cys

Tyr

Ser

Met

Thr

120

Asn

Gln

acc
Thr

agt
Ser
185

aac
Asn

Leu

Asp

25

Leu

His

Met

Tyr

Val

105

Phe

Thr

Gln

agc
Ser
170

ggc
Gly

€99
Arg

Glu

10

Cys

Asn

Gln

Ile

Ser

90

Ala

Glu

Ala

Ser

155

ctg
Leu

agc
Ser

cag
Gln

Lys

Ala

Gly

Leu

Gly

75

Tyr

Asp

Arg

Asn

Ser
155

gcc
Ala

tca
Ser

cac
His

Gly

Ser

Asp

Gly

60

Ser

Tyr

Arg

Gln

Glu

140

Gln

ggt
Gly

cta
Leu

caa
Gln
205

Leu

Val

Thr

45

Ser

Ile

Val

Thr

Pro

125

Val

Lys

cag
Gln

ccc
Pro
190

taa

Ile

Ile

30

Lys

Gly

Arg

Glu

Lys

110

Ala

Phe

Glu

cag
Gln
175

tcc
Ser

Val

15

Glu

Asn

Ala

Leu

Val

95

Val

Ser

His

Glu

160

ctc
Leu

agc
Ser

Pro

Gly

Tyr

Ile

Leu

80

Ser

Ser

Phe

Cys

Asn
160

528

576

618



Ser Glu Glu

Asp Ser His

Pro Gly Ser
195
<210> 3
<211> o601
<212> DNA
<213> Homo
<220>
<221> misc
<222> (301
<223> SNP8
<400> 3
aaggagcaca
taaaagagat
tcaacttcca
cctcttgcecat
caaggtgaac
yvataaggatt
aaattttgta
gtatttagga
gcagtgacag
gtatttatat
C
<210> 4
<211> 601
<212> DNA
<213> Homo
<220>
<221> misc
<222> (301
<223> SNP8
<400> 4

Ser
165

Ala
180

Asn

sapiens

feature

) .. (301)
7=C/T
ggtacccaga
aaaaccaata
ggaagctttc
gtgggaaatg
tagccagagc
tgggttacac
tcaaaagaaa
gaaagtatac
atgaagacag

atccttgtac

sapiens

feature

) .. (301)
8=C/T

200

gtaaagaaat
catatgcttt
tgctgcagat
tgacttcctt
cattttctta
tgttgtatgg
aagataaata
tgatagctgc
gctgatagat

tgtaaagtat

170

185

catcagtgaa
ttgtgcagca
atctatagtt
tactctgagce
gattttttaa
acttgtccta
agtattgaat
aatttatttt
atgtgacaca

actaaactgt

190

Ser Arg Ser Pro Asn Arg Gln His Gln

205

ggacatcaga
ctaaattcaa
ctatcacttg
tcagggatgg
aacttgggat
agacttgtgce
tctataatac
gaagtgaatt
gcaagcagag

cactttaaaa

Gly Thr Gly Asp Thr Ser Leu Ala Gly Gln Gln Leu

175

Leu Arg Ala Pro Ser Gly Ser Ser Leu Pro Ser Ser

ggcagttttc
ttagtgtaat
agcacagcat
gcaccagacc
cataagggct
atttctttgt
ctatgctgaa
ttttaaagat
taacatactt

tcctttcecaac

atacactata ttgcctctgt gctatggatc ttgggtttca tggtatagac aaggaggagc

60

120

180

240

300

360

420

480

540

600

601

60



cactcaaagg
tgtggagaac
gaaggcaggg
ttttataaac
yccaggaatt
ataagaaatc
aaataccaca
tgcaattaag
gccaacaaca

g

<210> 5

<211> 799
<212>
<213>

<220>
<221>
<222>
<223>

<400> 5
atctgtatgg

tggggatgta
gttctggtta
tagcaaggta
attggcagcg
gaggcagaat
atgagaggag
aactggtgaa
gatgttttta
aagagaatac
caaatgagat
cacatctccce
taaccattta

tacacaaaat

DNA
Homo sapiens

ttttacaccg
ggattagaaa
tttaaggcag
acccagaatg
cctgctcectge
acaagctgaa
gagcaggaat
ggcctctatc

cagtatagaa

misc feature
(501) .. (501)
SNP92=C/G

cctcttttgt
aagatgagta
ttgtcctctg
tgataggggce
tcagtgaagg
tagccagaca
agacttgaca
caaggtgaat
tggtggtaag
tcatagctgg
taacaaaagc
agagtccaga
ttcccaggcet

gctgtcatt

gcaaacaata
agtgtaaaga
cagtataaag
tagaaattat
catttaccat
tgaaaatcaa
acagtaaaac
ttaagtccaa

atcggaagca

taattttggg
agatgttatt
ggagcttact
ggtgatgggg
cttctgctga
aggagaatac
actcagaaga
aagcaggagg
sgttctggtg
aagggacttc
caaagaggac
ttgaggttcc

ccctctgaca

ggtttagtct
gacctgcaag
aaaggaagac
tagggatttt
tctctccata
agtatgatac
tggactggaa
ttctgtatct

gtgtccagca

gtcttaaata
cagcatttgt
aaccaacaag
gaacagaatc
agggcttgaa
aagaagttcc
gccagcagct
gctcctcacc
agacttgaca
agagaacttt
agctgatttg
ttacattgct

tttttatatt

gcattttagg
gtccaagcta
tttacagaca
aagagtgtgg
tgcatttaca
tatgaggtgg
catttggctt
tgggattttc

tacttaggct

tgccagtcac
tgagtgcctg
acaggtccgt
tgacagaaga
gcttgttctg
aatagtaaaa
ccatatccct
agcaaagtct
tagctgtttg
tagccctgtce
ctgataggaa
acaggaatgt

gaaacaaaat

atcacagcaa
tagagatgtt
cccaggaaga
tggctgaaga
tttacagaaa
ctcagcatct
aggatcaaga
Ctatcttcag

tacatgcaaa

tgtaaggtgc
tagtctctgt
aacaaaatca
ggtgacctag
agccttgaaa
ggctggaggt
ggctctcact
gcttaagttg
gaaggagagg
ttctcattta
agtcagggcc
cagtacccct

gtgcaggaaa

120

180

240

300

360

420

480

540

600

601

60

120

180

240

300

360

420

480

540

600

660

720

780

799



<210> ©
<211> 0624
<212> DNA
<213>

<220>
<221>
<222>
<223>

<400> 6
tcacgtcgat

ttcattagaa
cactcctcce
cggcccttet
gagaagaaac
graatcacgt
tacggataga
tgaaagacat
tcectectggg
ttaaggagat
taattatatt
<210> 7

<211> 601

<212>
<213>

<220>
<221>
<222>
<223>

<400> 7
cagccacctg

ggtcagcctg
gcacagcacc
tagacaacgt

agggcggggt

sccttctacc

DNA
Homo sapiens

Homo sapiens

misc feature
(302) ..(302)
SNP94=A/G

acctctttac
gaattttttt
tttgcttcca
gtctccattt
ctcaactcaa
cttaaataag
ttcaagggag
tccteccaata
acagtttcac
aaaaagatta

tggcctcagt

misc_ feature
(301) ..(301)
SNP72=C/G

gccgacagtc
gaagcaccat
gagctcagcg
gcttcggggg

gggggctgte

gtagaatcaa

tgcacagtat
ttttaattca
tgaaactgta
cttcctctte
ccactcaaca
gagtccagat
aaagtgggca
ttctgtcctce
ctactctcat
aagctataat

gtca

accctctagg
gaactctgtg
ccccgcaagce
gtcctgacat
gttgccactg

gttcacagag

gattggtcac
agggagcaaa
cccacctagt
cctttaaata
tgacaccctg
agtgatactc
tgaaccattt
agcagtagcc
ggctttaact

ataggcagag

agctaagaag
ccaacaccgt
aagggtaagc
gcatgtgtga
cacgagcatg

acaaatgtag

tcaacaaaga
caagatggcc
tctactccta
cagatgagaa
agcaaattat
actttacttc
tgaaaactgc
ttttctttte
atcatctgtt

caaaacatga

agtttgcata
gccagcactg
catggccctg
gctgtggggt
tgtgcacata

tatcaactgc

acacactctg
ttccttgaaa
ccttectgac
atactgagtg
atccgtgtga
ctaacagggt
aacataggaa
tgtaatatct
tgattattat

atataatata

cctgacagca
tgcagacagg
acctggagag
gcaggagaga
catacacacg

agaattatat

60

120

180

240

300

360

420

480

540

600

624

60

120

180

240

300

360



tgaaaatata
aattcattta
gtcttcctgg
ttctctectt
c

<210> 8
<211> 601

<212> DNA
<213>

aattccacgce
ttgaccactg
tgtgtccact

atagggcagg

Homo sapiens

<220>

<221> misc feature
<222>  (301)..(301)
<223> SNP73=A/G
<400> 8

catgtccttc ctccagcagg
actgtttggg acatcagagt
ctggcccact ggctgcttct
tgacagtagc tggtgacagc
ggaggcggtyg ggagtggaag
ratgcctgtc aaatatccaa
tgcgtgtggce tctgagagtg
cctcecteca agatgtagag
cgttctgggc agagctggcec
cttgcctcca ctctcectcecte
t

<210> 9

<211> o601

<212> DNA

<213> Homo sapiens
<220>

<221> misc_feature
<222>  (301)..(301)
<223> SNP74=C/T
<400> 9

ttacctccct
ttttaaattt
ctgttttggg

ggctcaggcg

tgaggggaag
cccatccectg
caggccacgc
tattaggttc
aaactgagca
gtgattctgg
aaggcaggcc
gaggtttgag
tgaacctggg

cctacgtcag

gcatcactgt
cacattttct
agctgccatt

cggtcctcge

tgaagggagc
tccctaaagg
ctccagaaag
aagtcagttt
aagattttgt
acagttggaa
cagaatcacg
gagcccaggce
tctcectecce

tctgggctcet

tttttccata
catatgaaga
ttctcttaga

ctcctgcaga

agcccctggce
aagctaagag
agaaaaagaa
cacaaaaagg
tcttttcagce
gctcttagtc
gccctgtggt
agtgaggtct
ctatctccct

gggctctgge

ttcccactte
ctgagaccgt
gggagctgat

cccctcecactg

caaggttcac
tacactaaag
ataggatgag
actggcttgg
cttttagctc
ctcaacaaca
cccacgcact
cgctgggagc
tgctgctcect

cccactgccc

aataaacagg ccactgatta tgatttagca ctgcttttct ttctactcaa ccagggttac

gagcagatct tgatgattta acctttcagc caattagaac agaaggtttg attgacagcc

420

480

540

600

601

60

120

180

240

300

360

420

480

540

600

601

60

120



aatgaataaa
tctgcccatg
atcatttcat
ycgataacat
tcccaaaaga
cctcctgtcee
acatcccagc
acaaaatgtc
a

<210>
<211>

<212>
<213>

10
601
DNA

<220>
<221>
<222>
<223>

<400> 10
ctgggtcagt

aatggaaggc
ttgtgtccag
atgaacagga
tcaggccaaa
rcaactcact
aaatttttaa
acacttagga
agactacagg
agagagggga
a

<210>
<211>

<212>
<213>

11
601
DNA

taacatttta
tgcaggtaac
ggcctaccag
ctaattgata
aacaggcaaa
aaaagcctcc
atcccagatg

acagtgatgc

Homo sapiens

misc feature
(301) ..(301)
SNP75=A/G

gcatttcatg
acagtgggag
gttcagatct
tgcattttcc
cacacacttt
tgctttttag
gcagacacgg
agagtcagtg
caagtagtct

tctatcattc

Homo sapiens

gtgcaggaga
acaatattta
taaaaacttc
tgtcaaacct
aaggtaaatc
ccccagggag

aagggacaca

ctgaggagtg

tgcagagtgg
gaagaaaaca
gggaaacaaa
ctgagcatca
tcctacacct
ttttgtcttc
aaagcaaaca
tattggagag
atcttttctt

tgatcaacaa

cagaatcatc
tctcgceccact
acatctacag
ccaaggaatg
agcacctgct
ccaccaccac
tgggccaaga

ccgcecceccgtcea

attcagttcc
atagctcccc
gaactgtgag
ctgcaaaagg
cactgctcag
ataaattgca
atcattcaac
tctttttgag
ttctcectaa

atccaacttt

ctcccctatt
ctgttacagt
caactgcccc
cagtcaatcg
ttcctgtaat
catctgccct
gtaccactaa

atgaaccatt

gcatgcagaa
aaacccacag
atgagagatg
ggcccagggg
tagctgaact
cacttgtctg
ttcagtttgc
gtgtatgttg
ctccacacag

ttgtgccaaa

aatcagtccc
cccttggggt
tctattactg
aaacactgcc
cacccagcca
tcagtctgag
attcctgccc

gcattgaaat

taaaaatttc
tcattgaatg
gctgtgccaa
aagcctgatc
ctgtaaaggt
tgatttggac
tttgtaggtg
ttttcaaatc
agctccacat

agggcaaaat

180

240

300

360

420

480

540

600

601

60

120

180

240

300

360

420

480

540

600

601



<220>
<221>
<222>
<223>

<400> 11
aaaaaaaagt

aatgtggagc
gacagctcca
tgcactcagg
ccagatgcaa
ygcagcagac
ggcccaaggt
ttccacaaaa
aattttagga
ctttagaagc
c

<210> 12
<211> 601

<212>
<213>

<220>
<221>
<222>
<223>

<400> 12
tggtagaatt

attatgaata
atttatataa
tactcacaac
tcttttgaca
wctattgcac
actgactatc
tggatgatag
taaaaaggat

gggactataa

DNA
Homo sapiens

misc feature
(301)..(301)
SNP76=C/T

atataagact
tactctggct
taagcacaga
gaagcacaag
tttaccattc
attccactac
caatatctta
agaaaatgaa
ttgcagacat

ttctgcaacg

misc feature
(301) ..(301)
SNP77=A/T

gttttttect
cccatcaaga
tattttccaa
acccacagag
ccctatttac
atatcaattg
ttataattag
gtatacttaa
atcacaatta

actaagacat

caaggaaaaa
tagaagcttc
tcccagaatt
gatctatagt
aggggtaatt
catcaggttt
agaaaaggga
attgaggaaa
aaacaatctg

gaaaaaacta

tctgcaaaac
aactattttg
ctgaagaact
acaatgggtt
tattatttgt
caaaaacatc
ggtttcaaca
tgcatagcat
gcaagtagaa

taggtggatt

aaaagagtat
acattccaaa
acaaggaata
ttctgaccag
ttttaaaatc
tcaggggaac
aaggggtttt
cagtgttact
ttcaaaatca

atcaggaact

aaaaagagct
ggctagacat
caaaatgttt
tagttagctg
tatttaaaat
gttcaaacca
aagtgctgtc
atttgagttc
agataataag

tggttagtta

ataagactca
tagaaactaa
agcccaatta
atatttacag
ataagcaatg
aggtctagaa
tttaaaactg
aatgatagga
accaatgaac

tcaagaaaac

tcaccccaca
cttttgtecct
ttgtgtcatt
catctatcta
attttgggta
atgtaaaaat
atttattagc
tcatactagc
tcttaaacta

ttatgactct

acaacgggta
tacttcttgt
caaaagtctc
ttctcecccagg
ttgcttataa
aagtaacagg
tttacccaca
aagaagaaga
aaacagtatg

aaaaagctgt

gactaaagag
aacatattgc
aacttcttaa
aacagtctta
tttcacttac
tgttaattta
tggaaaagac
ctgaaaacac
aggcgacaga

actctggtct

60

120

180

240

300

360

420

480

540

600

601

60

120

180

240

300

360

420

480

540

600



<210>
<211>
<212>
<213>

13
439

<220>
<221>
<222>
<223>

<400> 13
gatgaggcaa

ctaaactgac
tttctgcagce
aaatatttgc
cttaaccttg
aaagcagaaa
tctctgggtce
ctatctaagc
<210> 14

<211> 601

<212>
<213>

<220>
<221>
<222>
<223>

<400> 14
cgtttttctt

tttttttgta
ctttgaattc
ttgagataag
aaaatctacc
ractgtttgc
tgagatgtca
tggatgattg

gcactaattt

DNA
Homo sapiens

DNA
Homo sapiens

misc_ feature
(239) ..(239)
SNP78=C/T

tcattctagc
agccagagat
tgtattccca
tgagtaaatg
cttaacatag
aaaattgctt
ttgacctaaa

actacccac

misc feature
(301)..(301)
SNP80=A/G

tctttttaaa
cttattttgt
tgtttatggt
ataaatacgt
tctttaacaa
aattgttaac
cctttatctce
ctttatttat

taacacctgc

actgtcccac
tcagaatgtg
ccgccaagaa
aatcaaagat
ttctttacgg
tatcagtgga

cattaaaaag

taactgctat
catgtatgtt
ttctgcecttt
attaatacag
gaaatgcttt
tgtctcactt
acattatatt
ctaccagttt

tgggaataga

ttaatagcca
agtttcataa
acaatgccta
agaaaacgat
aaagctagga
agttttctta

aaaataaata

ttatatacat
gcaattattt
gcttttgtgce
tttcctacag
tgtatctagc
gctgtgttat
cttacacata
gttcttgcat

cccctcecatte

aatcagtact
gggcaggaac
gcacatggta
gcctatgtaa
aaatctaaaa
gaaaagtaaa

tgcccatggt

tttctgtaag
tttcccagtt
tgaggaagtt
ctcttttgga
atgaggaaaa
ccttcggtte
ctgggatcta
taatgccaca

attttttatt

acaatctgat
tttttttttt
ggcgctcaat
ggttgtggyg
gttactgaat
atatgatcaa

agaagagttg

ggaatcatct
tgtcaaacac
gttcctcacc
gtcacattgt
aatttcatgt
ttaactgatg
attcagagtt
ttactatgca

ttttattttt

601

60

120

180

240

300

360

420

439

60

120

180

240

300

360

420

480

540



10

ttcaggcttt tttaagggga tggggagaag gaaaagatat ttttacttat ttattctctt

9

<210> 15

<211> 401

<212> DNA

<213> Homo sapiens
<220>

<221> misc feature
<222> (201)..(201)
<223> SNP81=A/G
<400> 15

tatggggtct atgggccata
tggcacttct cgctttaatc
gcatgaggaa gcaagggaac
tctcecttee tceccaacccag
ctcagggcca tgtggtccag
tggaagttag gaatttgaat
gtactatgac ctaaagaaat
<210> 16

<211> 727

<212> DNA

<213> Homo sapiens
<220>

<221> misc feature
<222> (501)..(501)
<223> SNP83=A/G
<400> 16

aaaggagcca gcagccattt
gtggctcaca cctgtaatac
caggagtttg agaccagcct
aattagccgg atgtgatggc
agaatcacct gaacccagga
cagcctgggt gacaaagcga
acagtcggaa attttgtaaa

gtatatgatg

agtagttgca

gaaagcaagc
ctctagcctt
aatcttttgc
ratcccttct
ctaaccatac
ttgttaagaa

tttgctttgg

ggactacatt
cagcactttg
ggtgaacagg
gtgtgcctat
ggtggaggtt
gactccatct
ctgccttaga

catggactat

gacattcaga
taaaaaatgt
ccatatttgg
tggcagagaa
ccagtgacgt
aaatgaattt

agatttcaca

aaaaaaaaaa
ggaggctaag
gtaaaaccct
aatccaagct
gcagtgagcc
caaaacaaca
aattcccagt

ataaagtggt

atgtagattt
tcttgacctg
gtttaaagtt
tgtgaaatcc
ggttcttttt
ctttacagag

g

aaaaagtctg
gtaggcagat
aactctacta
attcaggagg
gagatcagac
acaacaacaa
ctagcccact

acttaacgga

cctagctctg
tcttagctaa
taaagtatct
agggagactg
ttgtaagccc

agacagcata

accaggtgcg
caaacgaggt
aaaatacaaa
ctgaggctgg
cactgcactc
caacaacaaa
gtgtatagtt

actgttcaat

600

601

60

120

180

240

300

360

401

60

120

180

240

300

360

420

480



gtgtggccct gctaccaacc
cttttgattc aaattaagct
cttctttttt cttaactatg
tctttcccaa acttagactc
aatgtcc

<210> 17

<211> 401

<212> DNA

<213> Homo sapiens

<220>
<221>
<222>
<223>

nisc feature
(201) ..(201)

SNP84=T/C

<400> 17
gcttttcacc

tggatttccc
atcatgacag
tgactgtcct
tccctaaaac
ccacaagatt
taatcccctt
<210>
<211>

<212>
<213>

18
601

<220>
<221>
<222>
<223>

<400> 18
cttagacaag

ctttcagcgt
tgttacctct
caaacattgt
atgatggtga

wttgttgcca

DNA
Homo sapiens

atgttatgat
agcctccagce
tgagagaaat
cactcattcc
atcccctcect

gggattatgg

actgctcaga

misc feature

(301)
SNP85=A/T

.. (301)

aaggtctgat
tctcaggtaa
tataactccc
tgcagaagag
ccacatatga

agtcttgatt

rcctaaccct
tagtccttce
cccttaggga

ctcttcagta

gtggtaaaaa
gctgtgagcc
ctcgcatggc
ygagcgggag
catttggggc

gagggtcctg

atcacatgga

aaaccttgac
caagcaattt
actcacctta
aggcaaaaga
agacgatgat

catccttgat

11

taggaaatca
atctccatcc
ggacaataac

acgtggctta

agcccttgcece
aaatatagtt
tgacttcatc
gaatttggaa
tgagacacca
aattctgcta

cagaggtcat

tcaaactaac
ttacaaacag
aatacatatc
gtacactcct
agtacccaag

aatttctgtt

tttcttccta
tttccttett
atccctcettt

aactaggaaa

agaagctgcc
ctgaaactgc
ttgcctctag
ttaagtatga
tttgtaagac
aaatgtaggc

a

ttatgagtaa
ttgtctcaga
ttaatactgt
ctttcttcta
tgccatgttt

ccatccacct

ccaaactctt
tcettectte
taaaaagtat

gacaaactga

accatgccct
ctttgcaaag
cctcacaggc
taacagtccc
taatgagagg

atagtttcca

ctgacatttt
cagtacccat
ttgaaaatgg
tagaacaagg
actactggta

ctctttttca

540

600

660

720

727

60

120

180

240

300

360

401

60

120

180

240

300

360



ttcccatctg
aataatcaaa
aaaaatactg
catcttaaga
a

<210>
<211>

<212>
<213>

19
713

<220>
<221>
<222>
<223>

<400> 19
acatttttct

tttgggaggce
cacagggaga
acacacatgt
ggttgaggct
agcaagaccc
caggaaaatg
tttggctaat
ttgccaagta
agtgtctaaa
gggcctagcc
agcaaaggta
<210>
<211>

<212>
<213>

20
691

<220>
<221>

DNA
Homo sapiens

DNA
Homo sapiens

acactgactg
accagtggtc
tctgtagtgt

actacaaatt

misc feature
(513) .. (513)
SNP86=A/C

aaagatgcaa
tgaggtgaga
ctctgtcact
agtcccaacc
gcagcaggac
tgtctcttaa
agagggtaaa
ggtcattcca
ccctatgact
acaatgccct
acatgctctc

ccagcatgcc

misc feature

<222>
<223>

<400>

(491) ..(491)
SNP90=A/G

20

ttctatgaac
attgatcctt
acttgaggag

ttttaaagtc

atcagccagg
gggctgcttg
acaaaaaaaa
actcaggagg
atgatcacac
aaaaaaaaaa
gggaaaaagg
attaaaatgc
tactagtggc
aaaagcttaa
accaagatcc

cccttatcaa

12

tgcactctga
gggtttgcaa
agaagactct

ctcattcttt

cgcagtggtt
agcccaggag
aattaaatta
ctggggcagg
cactgcactg
aaaaagagag
actcaatgga
aaatgaatga
aamagccatc
gagagctggt
accctgaagg

catgggaaat

aaagtaacca
agttttagtt
gatatatttt

gaaaacttta

cacacctgta
ttcaagacca
aattagctgg
aggactgctt
cactgcagcc
agagagatgg
caattttaaa
ggcttctagc
atgccttcecc
ggcagacagc
tgaaaacttt

acctttttct

tcaaatttct
catgtacctg
acaatgtgag

aaaagtcctc

accatagtac
gcctgagtaa
gcacggtgge
tagcccagga
tgggtgacag
aaatcagctt
aattcgggct
ttttgccagce
ttgctacgtt
aaagtagcca
caagcaggga

caa

420

480

540

600

601

60

120

180

240

300

360

420

480

540

600

660

713



gagaaaaaaa
tgtaaactca
accatcctgg
cgtggtagta
aacctgggag
acagagcaag
atcataattt
aggtagagat
ctagctacac
tcattgcttt
ggtcattcgce
cttacccaat
<210>
<211>

<212>
<213>

21
601

<220>
<221>
<222>
<223>

<400> 21
aaactataaa

ttgtgagata
gaaatggcaa
aaggcaagga
actaagacag
watcccaact
cagattttcc
aacttgctga
aggtgggagg
ggaatatctc

a

<210> 22

DNA
Homo sapiens

aaagctcttc
gcactttggg
ccaacatggc
catgtctata
gtggaggctg
actctgtctt
tttacacata
tgctaattat
rgtgccaaaa
atgttcttaa
cccagtggat

tctgtcacct

misc feature
(301)..(301)
SNP91=A/T

caaatatgtc
agtgtttgga
gcagaagggc
cataaagttc
gtaaatcaga
aaagatcttc
cagatgcaaa
tcctcacage
aagaacagta

aactaggaaa

aaaaaataca
aggccgagac
aaaaccccat
atcccagcta
cagtgagcca
gaaaaaacaa
atttttaatg
tagaaggaaa
tctgagagga
ttatctttta
tatttggatc

aaatcatttt

agtaagtttg
tttgccataa
tatgtattat
attacattaa
tacctgggta
acctaagaga
gtgttcttca
atagggcaag

ggaaggcagg

tggtaccttt

13

aagtgctggce
aggtggattg
ctctactaaa
cctgggcagc
agatcatgcc
ggtgataaag
cataatatta
aattaaggag
gtgctgggtt
tcgaactctc
cagacttagt

C

gccacaaaat
gcaatagaaa
ctccacagag
aactggcaag
gcatggccta
gtttcagtct
atttgcccct
ggtaatgtat

gggacgaagg

cacggtacca

tgggtacagt
cttgagtaca
aatacaaaaa
caaggcagga
actgcactcc
attaaacaag
agctttgaaa
aaatgaagca
aattaccttg
tattacatgt

tctcttccca

tacaaaataa
ttgatttagt
aaaaagtaat
agaaaaaaaa
ctaggacatt
gactttttct
actgactgtc
tcactcaaac
acttacactg

tacacaatta

ggctcatgcc
ggagtttgag
attagctgag
gaatcacttg
agcctggatg
atagtagata
ttctacagcet
gaatgtaccc
tgcttttectt
aggttgacat

aagcaatcta

attgctttgt
gactaagaca
taacaacttg
agttcattac
ccatctgata
agacttaagg
ctggagtcta
tgttgcctca
agaatggaca

ttagttttgg

60

120

180

240

300

360

420

480

540

600

660

691

60

120

180

240

300

360

420

480

540

600

601



<211>
<212>
<213>

601

<220>
<221>
<222>
<223>

<400> 22
cacccagtaa

catcttggtt
agaagatgtt
ctgaaatctc
taacatttgt
rcaaaactat
caatacaatg
acctaaaata
atattaacaa
cttattcttg

g

DNA
Homo sapiens

misc feature
(301) ..(301)
SNP93=A/G

gtatctgctg
agcaattcaa
ataaataaag
tttggtcagt
atattttaca
gtcactgagt
gcccaagtac
catgcacatt
cctgatattg

tcaaagactg

agttgttaaa
cttcaggttt
accaagggtt
atttttaagc
ggatcagcag
gtgactggat
atcaggtaga
agtgaggcat
gttcaagcgt

tactctgatt

14

taatgcaaca
acataccact
caatattcag
atcgttcatc
taaagacaaa
gactattggt
ttttagataa
cgattccaat
aatatccttt

aatacaacct

tttgcagttg
caaaagaatt
cagcagggtc
agaaagactc
cctcagagag
acatcatttc
tgagacatgc
tagtaattga
actttcaagt

ctatcccacc

taactttaca
ttcacataac
tttaattatt
ctttcccaac
ataatcccaa
agtaaatttc
accactgact
aatcaaaagt
aaggataaca

ttacaagaag

60

120

180

240

300

360

420

480

540

600

601



