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SEQUENCE LI STI NG

Fri edri ch- Al exander - Uni versitat

<110>
<120>

col orecta
<130> P23867
<150> US 60/ 861, 624
<151> 2006-11-29
<160> 15
<170> Patentln version 3.3
<210> 1
<211> 2545
<212> DNA
<213> Hono sapi ens
<400> 1

at ccaat aca
ttcctcttgg
aagggt cgct
gacct t aaac
aagaat ggag
aagt gggaga
aagaaagttc
accacttcac
ttccaaagga
attactctga
ttgttaaagg
t t aaggccat
ct cacaacag
t at ct gaggc
t gaaat t gag
ct acaggcct
act ggagat ¢
ttccatcttg
aagt cagct ¢
cat at gct ct
agtgctttct
aaat aaacct

cacat gggtg
agatt gt cag

ggagt gact t
gcatcatctt
gttcctgcat
aatttgcccce
ttcaaacatg
aacaggt cag
t gaaagttcg
caat aagt at
ggatggcat a
aatt gt aact
ctatgattgt
gattttagca
ctgcctggaa
acat gt cagc
ctggacctca
cacacacaat
accagt gt gt
cccgcet cagg
ttctccatce
gatttatctg
tctcccaatt
ttttggacac
aacact caat

ctccttgagg

ggaact ccat
gctggttctg
cagcaccaac
aagcccttcc
t ct aaaccca
ccaaaagaaa
aaaat ct caa
tctgtgttaa
t aat acaaag
aaagt t agaa
ctttgttctt
at acccat gt
gagcagccct
aagt cct aag
ccaagct gct
gt gt ct gaga
ggctttcaga
ctgaccactt
taccacaatg
agt caact cc
cat cct cact
acaaattatc
ggtt aact aa

gcaagagcca

tctatcacta
attggagtgc
caagggact a
t gcgagaaaa
gattcagcag
aagcaaaaga
cgttetegte
aaatgttcta
gcttattaat
agttgatttt
ctaccaccca
ctacacagat
aggcttccac
cctgttagea
gt ggccat ca
gattcat gct
gcectecttte
tatttctttt
cagtgccttt
tttctcatct
cagt ccagct
ttaaaactcc

ttcttgggtg

cagtatattt
Page 1

t xt

t gaagaaaag
aaggaacccc
t ccacct aca
tt gaaat cat
at gt gaagga
at gggaaaaa
aaaagaagac
ttttaattat
ttgact agaa
aagaat ccaa
ccagt t gaat
gttcacccaa
gt act gcagc
t gct ggt gag
acct ct gt at
gattgttatt
tggctttgga
tgttccectt
cttctctcca
t gt ccccaac
t agt t caagt
tgtttcactt
tttatcctat

ccctgtttoct

Er | angen- Nir nber g

Mcroarray for the detection of an angiostatic tunor stage of
carci noma

tggtgttett
agt agt gaga
atccttgaaa
tgctacactg
actgattaaa
acat caaaaa
t acat aagag
accgctatca
aatttaaaac
acgttaagaa
ttcatcatgce
ccacat ccca
ct ccagagag
ccaagcagtt
tt gaat cagc
gggt at cacc
agccatgtga
tgcttcattc
gt gcacct gt
accccacaga
cectgectett
ggttcagtac
ctctccaacc

t ccacagt gc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440



ct aat aat ac
t ggcaaccag
ctagectctg
gat gcaacat
gcacgtggta
aaaat cat at
ccaaccat ac
t ct aagat ct
agttttattg
tctcccatga
t agt ggaagc
ggaggttcag
ctttcccaaa
t cccacccga
aaaaat ct aa
gt agacagt a
tcatttatca
aaacagt att

t at caat aaa

<210> 2
<211> 125
<212> PRT
<213> Homo
<400> 2
Met Lys Lys
1
Leu Ile Gy
Cys Ile Ser
35
Leu Lys G n
50
Ala Thr Leu
65
Asp Val Lys

t gt ggaact a
accatt gt ct
gt aacctct t
ccttgtettt
aaacacttgc
aatcttacaa
aaaaatt cct
aacaagat ag
tcegtttact
agaaagggaa
atgattggtg
t gaat t gt gt
t t gaat cact
acgtcttatc
gtgtttcata
t at aact aac
t at at at aca
gacttgtata

tagaccatta

sapi ens

Ser

Val
20

Thr Asn

Phe Al a

Asn

Lys

G u Leu
85

Va

Gy

Gn

Pro

Gy

70

[le

ggttttaata
cagagcaggt
acttattatc
tt at gacagg
ggatattctg
t gaaaaggac
tttcccgaag
ccaccgagat
tgtttcagag
cggt gaagt a
cccagttagc
aggagaggt t
gct cacact g
t aat cat gaa
aatttgagag
aaccaaagac
tacatgcata
ccttgtaatt

at cag

Leu Phe

Thr

Pro

Thr
40

Ay

Ser
55

Pro

Vall

Lys Lys

eol f - seq|

attttttaat
gctggetcett
tt caggacac
atgtttgetc
gactgttttt
tttatagatc
gaaaagggct
ccttatcgaa
tttgtattgt
ctaagcgcta
ct ct gcagga
gt ct gt ggcce
ctgatgattt
act ccct agt
t ct gt gaccce
tacat att gt
cact ct caaa

tgaaatattt

Leu Leu Gy

10

Val
25

Val Arg

|le Hs Leu

Ser Cys Gu

Thr Cys Leu
75

Trp Gu Lys
90

Page 2

t xt

tgatgttgtt
t cct ggcet ac
t cact acagg
agcttctcca
aaaaaat at a
agccagt gac
ttctcaataa
actcatttta
gatt at caat
gaggaagcag
t gt ggaaacc
agaatttaaa
agagt gct gt
tcctt cat gt
acttaccttg
cactgacaca
gcaaat aat t

tctttgttaa

|[le Ile Leu

Lys Gy Arg

30

Ser
45

Leu
Gu
Pro

Asp

Val Ser

at gggcagga
tccatgttgg

gaccagggat
acaat aagaa
cagtttaccg
caaccttttc
gcct caget t
ggcaaat at g
taccacacca
ccaagt cggt
tccttccagg
cctatactca
ccggt ggaga
aacttccctg
cat ct cacag
cacgttataa
tttcacttca

aat agaat gg

Leu Val

15

Ser

Lys Asp

Ile

Ser Al a

80

An
95

Lys

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2545



eol f - seq|

t xt

Lys Lys G n Lys Asn Gy Lys Lys Hs Gn Lys Lys Lys Val Leu Lys
100 105 110

Val Arg Lys Ser G n Arg Ser Arg Gn Lys Lys
11

5

<210> 3

<211> 1172
<212> DNA
<213> Hormo

<400> 3
gagacattcc

agcaccat ga
att caaggag
cctgttaatc
cgt gt t gaga
t cgaaggcca
t aaaaccaga
cctctcccat
gttacact aa
gottaatgtt
gctctactga
acctttccca
tcagaatctc
actt cat gga
catacaattc
cttatttaat
tttcagtgta
ttttaaaaat
ttttcaaata
aagat caaaa
<210> 4
<211> 98
<212> PRT
<213> Honmo
<400> 4
?bt Asn Gn

Ser Gy Ile dn Ay Va

sapi ens

tcaattgctt
at caaact gc
tacctctctc
caaggtcttt
tcattgctac
t caagaattt
ggggagcaaa
cacttcccta
aaggt gacca
catcatccta
got gct at gt
t cttccaagg
aaat aact aa
cttccactge
caaacacat a
gaaagact gt
cat ggaat aa
acagat agat
aaaat gaggt

gott aat aaa

sapi ens

Thr
5

120

agacatattc
gattctgatt
t agaaccgt a
agaaaaactt
aat gaaaaag
act gaaagca
at cgat gcag
cat ggagt at
at gat ggt ca
agctattcag
tcttagtgga
gt act aagga
aaggt at gca
catcctccca
caggaaggt a
acaaagtata
catgtaatta
atatgctctg
actctcctgg

gtaattat aa

t gagcct aca
tgctgectta
cgct gt acct
gaaattattc
aagggt gaga
gttagcaagg
tgcttccaag
at gt caagcc
ccaaat cagc
t aat aact ct
tgttctgacce
atctttctge
atcaaatctg
aggggcccaa
gaaatatctg
agtcttagat
agt act at gt
cat gttacat
aaatattaag

ct

10

Pro Leu Ser Arg Thr Va

Page 3

Thr Thr
125

gcagaggaac
tctttctgac
gcat cagcat
ct gcaagcca
agagat gt ct
aaat gt ct aa
gat ggaccac
ataattgttc
t gct act act
accct ggcac
ctgcttcaaa
tttggggttt
ctttttaaag
attctttcag
aaaatgtatg
gtatatattt
at caat gagt
aagat aaat g

aaagactatc

ctccagtctc
t ct aagt ggc
t agt aat caa
attttgtcca
gaat ccagaa
aagat ct cct
acagaggct g
ttagtttgca
cct gt aggaa
t at aat gt aa
tatttccctc
at cagaattc
aatgctcttt
t ggct acct a
t gt aagt at t
cctatattgt
aacaggaaaa
t gct gaat gg
taaatgttga

Ala Ile Leu Ile Cys Cys Leu |le Phe Leu Thr Leu

15

Arg Cys Thr Cys

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1172



Ser

[le lle
50

Thr
65

Met Lys

Ala Ile Lys

Ser Pro

<210> 5

<211> 1493
<212> DNA
<213> Hono

<400> 5
ttcetttcat

caacagcacc
ttggctgtga
tgtctttgea
at aat gt acc
aaaggacaac
gaaagaaaga
aacct agaac
agacttttct
9ggt gaaagg
ctgcccaaag
ggttaccatc
gcatttctag
gagaacattt
ctgtggttac
catctatgtg
ccaaat at ca
tttataacca

t gggat act g
gatgtttttc

20

Ser Asn G n Pro Va
40

eol f - seq|
5

Asn Pro Arg

Pro Ala Ser G n Phe Cys Pro Arg
55

Lys Lys Gy Gu Lys Arg Cys Leu
70 75

Asn Leu Leu Lys Ala Va

85

sapi ens

gttcagcatt
agcagcaaca
tattgtgtgce
t aggccct gg
caagt aacaa
gat gcct aaa
atttttaaaa
aagttt aact
atggttttagt
accaaaaaca
gagt ccagca
ggagtttaca
gct agagaac
ctgtctctag
agt ggagaca
t cgt aaagca
t gt agcacat
attcattaaa
gcaacagt gc

aacttttatt

tctactcctt
gcaaaaaaca
tacagttgtt
ggt aaaagca
ct gt gacaaa
t cccaaat cg
at at caaaac
gtgactactg
gactttcaac
gaaat acagt
at t aaat gga
aagtgctttc
cttctagatt
aagttatctg
ttgacatt at
ttcctcaaac
caat at gt ag
tgtaattcat
acatatttca

cattgagatg

Ser Lys
90

ccaagaagag
aacat gagt g
caaggcttcc
gt gaaagt gg
at agaagt ga
aagcaagcaa
at at gaagt ¢
aaat gacaag
ttttgtacag
cttcctgaat
tttctaggaa
acgttcttac
tgatgcttac
tctgtattga
t act ggagt c
attttttcat
ggaaacattc
aaaat gt act
t aaccaaat t
ttttgaagca

Page 4

t xt

30

Ser Leu Gu Lys Leu
45

Val
60

Aullelle Ala

Asn Pro Gu Ser Lys

80
Gu Met Ser Lys Arg
95
cagcaaagct gaagtagcag

t gaagggcat

ccatgttcaa
cagat attga
ttattaccct
ggcttat aat
ct ggaaaagg
aattctacag
ttat gt gaag
gaat gacaat
aagct acct t
ttgttgtatt
aactattctg
tctttatget
aagccctt at
gcaaat acac
ttatgcatca
at gaaaaaaa
agcagcaccg

at t aggat at

ggct at agec
aagaggacgc
gaaagcct cc
gaaagaaaat
caaaaaagt t
gcat ct gaaa
t aggaaact g
gat gaaaggt
cagaattcca
aagaaaggct
at acatt cat
tt gt gact at
atattact at
aagt caaaag
acttctttcc
tttggtttgt
ttatacgcta
gtcttaattt
gtgtgtttac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200



tgtacttttt
t acaaaat gt
aatcactttt
ttgttcatgc
gtcatttttt
<210> 6
<211> 94
<212> PRT
<213>
<400> 6

Met Ser Va
1

Thr Val Val Gn Gy
20

lle Ay Pro Gy Va
35

Ser |le Met
50

Thr Leu Lys G u Asn

65

Gn Ala Arg Leu Ile
85

<210> 7

<211> 1803
<212> DNA
<213>

<400> 7
ggacat ggca

gcgactgatg
ggtggtggca
t ggaaagaaa
gat gt ggt gt
gggt ct ggga
cgtectcectg
ggaccaactg
t gagaat gag
gt ggacactg
tgagtacctg

gttttgatce
ttttgtctac
actttttgta
ctatatactg

tctctaataa

Honmo sapi ens

Honmo sapi ens

t cagagat cc
gcgaat ccag
attgtgggce
aagggct t ct
gt gccccacc
gat gt agaga
agcagcacct
tactat gtga
aatgaggttg
agagatttct

acat actccc

gtttgtataa
caaagaaaaa
attctgtcte
t aaaatttag

act accacaa

Met Ala Ile

Phe Pro Met

Al a Val
40

Lys

Ser Asn

55

Asn

Lys Gn

70

Ay

e Lys Lys

acat gacagg
aagct ct gaa
tctaccgcac
ctctgggctc
ccaagaagcc
agggt gacaa
tcgtgtacaa
cagagct gac
aggat t cagc
ccctggactt

t gaagct gaa

eol f-seql .t xt
at gat agcaa tatcttggac

t gt t gaaaaa taagcaaatg

tt agaaaaat
gt at act caa

cctttetttt

Al a Al a

Phe
25

Lys Arg

Lys Val Ala

Cys Asp Lys

Leu
75

Arg Cys

Val Gu
90

cccaat gt gc
gatcctttct
aggcaaat cc
cacggt gcag
aggccacat ¢
ccagaat gac
t agcat agga
acat agaatc
tgactttgtg
ggaagcagat

gaaaggt acc
Page 5

acataatcta

gactagttta

tt aaaaaaaa

Val

Gy

Asp

Ile

Asn

Lys

Ile
Arg

Ile
5

Pro

Asn

Val

Lys

Phe

ctcattgaga

gccattacac

tacct gat ga

tctcacacta

ctagttctgce

t cct ggat ct

accat caacc

cgat caaaat

agcttcttcce

ggacaacccc

agt caaaaag

acatttgaaa
tatacct agc
atcaatttct
aagaat caaa

aaa

Al a

%
w

Leu

Cys

Lys Ala

[le Ile

Ser Lys

80

acact aat gg
agcct at ggt
acaagct ggc
aaggaatctg
t ggacaccga
t cgcect gge
agcaggct at
cctcacctga
cagactttgt
t cacaccaga

at gaaacttt

1260
1320
1380
1440
1493

60
120
180
240
300
360
420
480
540
600
660



taacct gccc
t cggecegt t
ccccgaattt
taaaactctt
ctacgt caat
ggcccagata
gggccagaag
cagt gagaga
atttcaaaag
t caggaagca
agaagaagtg
gct acaagac
gattctgcag
ccagactctc
acaggcttca
gaaggagagg
ggtccagttg
act act aaaa
ccagacgaaa
tca

<210> 8
<211> 592
<212> PRT
<213> Hormo
<400> 8

Met
1

Al a Ser
Thr Asn Gy
Ala Ile Thr
35

Thr Gy Lys
50

Phe Ser
65

Leu

agactctgta
caccgcagga
gt gcaacaag
t caggaggca
gccat cagca
gagaact cag
gt gcagct gc
gaggccattg
gagttagcgg
tcatcagatc
aaggcgggaa
ct gaagaaaa
acatacttga
acagaaaaag
gcaaaaat gt
agttat cagg
ct gaaagagc
gagggatttc

at gagacgac

sapi ens

Arg Leu Me

20

Gn Pro Me

Ser Tyr

Ser Th

70

Gy

t ccggaaat t
agcttgccca
tagcagact t
t ccaggt caa
gt ggggat ct
ctgcagt gca
ccacagaaag
aagtcttcat
cccagct aga
gttgct cage
tttattcgaa
agt act at ga
aat ccaagga
aaaaggagat
t gcaggaaat
aacacttgaa
aagagaggac
aaaaagaaag

gaaaggcat g

Hs Met Thr Gy

t Ala Asn Pro
25

t Val Val

40

Leu Met Asn Lys
55

r Val

Val

G n Ser

eol f - seq|

cttcccaaag
gct cgagaaa
ctgttcctac
cgggcct cgt
gccgtgceat g
aaaggct at t
cct ccaggag
caggagttcc
aaaaaagcgg
tttacttcag
accagggggc

ggaaccgagg
gt ct at gact

t gaagt ggaa
gcaaagaaag
acaact gact
cctegetcett
cagaat aat g

taccat aagc

Pro Met
10

Gu Aa

Ala lle

Leu Al a

His Thr
75

Page 6

t xt

aaaaaat gct
ctacaagatg
atctttagta
ct agagagcc
gagaacgcag
gcccactatg
ct gct ggacc
ttcaaagatg
gatgactttt
gtcattttca
t at cgt ct ct
aaggggat ac
gatgcaattc
cgt gt gaaag
aat gagcaga
gagaagat gg
aaactt cagg
aaaaat gaga

t aaagaccag

ttgtctttga
aagagct gga
attccaaaac
t ggt gct gac
tcctggect t
aacagcagat
t gcacaggga
t ggaccat ct
gt aaacagaa
gtcctct aga
ttgttcagaa
aggct gaaga
t ccagacaga
ctgagtctgce
t gat ggaaca
agaacgacag
aacaggagca
t acaggat ct

agecttectg

Cys Leu Ile Gu Asn

Leu Lys
30

Val Ay

45
Gy Lys
60

Lys Gy

15

lle Leu Ser
Leu Tyr Arg
Lys Lys Gy

lle Trp Met
80

720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1803



Trp
Asp

Ser

Val

145
Asp
Ay
Lys

Gy
225

Pro

[le
Asn

Ser
305

Leu

Thr

Trp

Ser

130

Thr

Phe

Val

Leu

Phe

Ay

290

Ser

Ile

Leu

Va

_k_
—
o1

Ile

Va

Gy

Arg

Hi s

Asp

Ser

275

Pro

Ay

Gu

Met

Asp

Pro

-
o
o<

Phe

Gy

Leu

Leu

Thr

Lys

Arg

Pro

260

Asn

Arg

Asp

Asn

Gy

340

Leu

Hi s

85

Leu

Al a

Thr

Thr

Vall

165

Thr

Thr

Ser

Phe

Ser

Leu

Leu

Ser

325

Hi s

Pro

Gy

Leu

Ile

Leu

Pro

Gn

Phe

230

Lys

Phe

Lys

Al a

Lys

Arg

Lys

Asp

Al a

Asn

135

Arg

Asp

Arg

Asp

215

Pro

Leu

Vall

Thr

Ser

295

Al a

Val

Asp

Lys

Val

Val

120

Ile

Ser

Asp

Asp

Lys

Al a

Met

Val

Ser

eol f-seql .t xt
Pro Gy Hs Ile
90

Gu
105

Leu

Arg
Al a
Phe
185

Tyr

Val

Leu
345

Lys Gy

Leu Ser

Al a Met

Ser Lys

155

Asp Phe
170

Ser Leu

Leu Thr

Thr Phe

Lys Cys

235

Leu Gu
250
Val Al a

Leu Ser

Leu Thr

Lys Ala

Pro Thr

Arg Gu
Page 7

Asp

Ser

140

Ser

Vall

Asp

Tyr

Asn

220

Phe

Lys

Asp

Gy

Tyr

300

Val

Ile

Al a

Leu

Asn

Thr

125

Ser

Ser

Leu

Ser

205

Leu

Vall

Leu

Phe

Ay

Val

Leu

Al a

Ser

Val

-
-0
o>

Leu
Pro
Phe
190
Leu
Pro

Phe

I'le
Asn
Al a
Hi s
Leu

350

Gu

Leu

95

Asn

Val

Tyr

Asp

Phe

175

Al a

Lys

Arg

Asp

Al a

Leu

Tyr

335

Val

Leu

Asp

Tyr

Tyr

Pro

Asp

Leu

Leu

Tyr

Va

[le

Al a
320

Phe



Ile

Al a

385

Pro

Tyr

Leu
465

Thr

Asn

Lys

Arg

Al a

Al a

Leu

Arg

Lys

Leu

Ser

Lys

Asp

<210>
<211>
<212>
<213>

<400>

at ggct ccag agat caactt

355

Ser

Gn

Ser

Leu

435

Pro

Ser

Thr

Al a

Leu

9
1776
DNA

Ser

Leu

Ser

Phe

Arg

Lys

Thr

Arg

Gy

Gn

Phe

Val

Lys

Met

Thr

Phe
565

Thr

Hono sapi ens

9

Lys

Lys

390

Va

An

Ay
4

Ser
470
Gu

Ser

Lys
Leu
550

Gn

Lys

Asp
375

Met

Lys

Al a

GAn

Vet

535

Al a

Lys

Met

360

Va

Arg

Ser

Al a

Leu
440

Thr

Leu

Arg

eol f-seql .t xt

Asp Hi s Leu

Asp

Al a

Gy

Gn

Al a

Asp

Ile

Met

505

Asn

Lys

Ser

Arg

Asp

Leu

410

Ile

Asp

Au

Al a
4

Leu

Arg

Asp

Leu

Arg

Arg

Phe
395
Leu

Tyr

Leu

Va

Ser

Arg

Lys

gccgggecca at gagcect ca

ct ggt ggt ga at ccagaagc tctgaagatc ctatctgcaa

Page 8

Phe
380

Cys

Gn

Ser

Lys

Leu

Gu

Tyr

Val

540

Vet

Al a

ttgat aacac taaagggcag

ttacgcagcc tgtggtggtyg

365

Gn

Lys

Val

Lys

Arg

Met

Gn

Lys

Cys

Lys

[le
Pro

430

Lys

Thr

Val

Gn

Gu

Leu

Asn

Thr
590

Asn

Phe

415

Ay

Tyr

Thr

Asp

Arg

Hi s

Leu

Au

Ile

Leu

Ser

Gy

Tyr

Tyr

Lys

Leu

Lys

Leu

560

Ser

60
120



gtggcgattg
aagaaaaacg
tggtgtgtge
ct gggagat a
ctcct gagea
caact t cact
aattctgtag
agagatttca
gagctttcge
cggttgtgea
cct aagaagt
at agaacaag
t caggt ggca
gccat cggca
gagaact cag
gt gcagct gc
gaggccattg
aaatt agggg
t cat cagat t
aagcagggaa
ct gaagaat a
aaatatttgg
t cagaaaagg
aagaaaat gt
agttat cagg
at ggcagagc
gagggattcg

agcaaat cat

<210>
<211>
<212>
<213>

10
591
PRT

<400> 10

tgggectcta
gcttctctct
ctcatcccaa
tagagaaggg
gcacct t cgt
at gt gacaga
acgact cagc
ccct ggaact
t aaagct aag
t ccgaaagt t
accttgctca
ttgcagaat t
ttgcagt caa
gt ggggat ct
ccgcagt gga
ccacggaaac
aagt ctt cat
cccagttgga
gttgcatggc
cattttctaa
agtact acca
agt ccaagga
aaaaagcgat
t ggaggaaat
aacat gt gaa
aagagaagac
agaat gagag
t ggagccaat

Honmo sapi ens

t cgcacaggc
aggct ccaca
gaagccagaa
t gacaat gag
gt acaat agc
gct gacagat
tgactttgtg
ggaagt agat
aaaaggt act
cttccccaag
cct agagcag
ttgttcctac
t gggcct cgt
accctgcatg
aaaggct att
cct ccaggag
gaagaact ct
agcaaggcga
tttacttcag
accaggaggt
ggt gccaagg
ggat gt ggct
t gaagt ggaa
acaaaagaag
acaat t gact
cctegetett
caagagactt

at gt aacata

eol f-seql .t xt

aaat cctacc
gtgaagtctc
cacaccct ag
aat gact cct
at gggaacca
cgaat caagg
agctttttte
ggagaaccca
gat aagaaaa
aggaagt gct
ct aaaggagg
at cct cagec
ct agagagcc
gagaacgcag
gcccactatg
ct gct ggacce
ttcaaggat g
gatgactttt
gatatatttg
taccgtctct
aaggggat ac
gatgcacttc
cgt at aaagg
aat gaggaga
gagaagat gg
aaactt cagg
caaaaagaca

ctttaa

t gat gaacaa
acaccaaggg
ttctgctcga
ggatctttge
t caaccagca
caaactcctc
cagcatttgt
t cact gct ga
gt aaaagct t
tcgtcttcga
aagagct gaa
att ccaat gt
t ggt gct gac
tcctggectt
aacagcagat
t gcacaggga
t ggaccaaat
gt aagcagaa
gcectttaga
ttactcagaa
aggccaaaga
tacagact ga
ctgaatctgc
t gat ggaaca
agagggacag
aacaggaacg

t at gggat at

getgget ggg
aatctggatg

cact gagggc
cttggccatc
ggccat ggac
acct ggt aac
gtggactctc
tgactacttg
t aat gat cct
ttggcccgct
ccctgatttce
caagact ctt
ct acgt caat
ggcccagat a
gggccagaag
cagt gagaga
gttccagagg
ttccaaagca
agaagatgtc
gctgcaggag
ggt gct gaaa
t cagtcactc
agaagct gca
gaaagagaag
ggcccagtta
ccttctcaag

ccagat gaga

Met Ala Pro Gu Ile Asn Leu Pro Gy Pro Met Ser Leu Ile Asp Asn
1 5 10 15

Thr Lys Gy Gn Leu Va

Val

Page 9

Asn Pro Gu Ala Leu Lys Ile Leu Ser

180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1776



Al a

Thr

Phe

65

Trp

Asp

Ser

Asn

Val

145

Asn

Val

Pro

Gy

Arg

Pro

Asn

Ser

Pro

Ay
50

Ser

Thr

Trp

Ser

130

Thr

Ser

Trp

Ile

Thr

210

Lys

Lys

Pro

Hi s

Arg

Thr
35
Lys

Leu

Va

Va

Thr

Thr

195

Asp

Phe

Lys

Asp

Ser

275

Leu

20

Ser

Gy

Pro

N
o
o<

Phe

Ay

Leu

Asp

Leu

180

Al a

Lys

Phe

Tyr

Phe
260

Pro

Tyr

Ser

H s

85

Leu

Al a

Thr

Thr

Asp

165

Arg

Asp

Lys

Pro

Leu

245

Ile

Val

Ser

Va

Leu

Thr

70

Pro

Gy

Leu

Asp

Asp

Ser

Lys

230

Al a

Lys

Leu

Vall

Met

55

Vall

Lys

Asp

Al a

Asn

135

Arg

Al a

Phe

Tyr

Arg

Hi s

Thr

Val
295

Val
40

Lys

Lys

_L_
o —
[eX0]

Ile

Asp

Thr

Leu

200

Ser

Lys

Leu

Val

Leu

280

Leu

eol f-seql .t xt
5

Vall

Lys

Ser

Pro

Lys

Phe

Leu

185

Phe

Gu
Al a
265

Ser

Thr

Ala lle

Leu Al a

H's Thr
75

Gu Hs
90

Lys Gy

Leu Ser

Al a Met

Al a Asn

1565

Val Ser

170

Gu Leu

Leu Ser

Asn Asp

Phe Val

235

G n Leu

G u Phe

Gy Gy

Tyr Val
Page 10

Vall

Gy

60

Lys

Thr

Asp

Ser

Phe

Leu
Pro
220

Phe

Lys

Ile

Asn
300

Gy
45

Lys
Gy
Leu
Asn
Thr
125
Ser
Phe

Val

Ser

Al a
285

30

Leu

Lys

Ile

Val

N
-
oc

Phe

Leu

Pro

Pro

190

Leu

Leu

Trp

Tyr
270

Vall

Ile

Tyr

Asn

Trp

Leu

95

Asn

Val

Hi s

Ay

Ay

Arg

Pro

Ile

Asn

Ay

Arg

Gy

Met

80

Leu

Asp

Tyr

Tyr

Asn

160

Phe

Lys

Ile

Al a

240

Leu

Leu

Gy

Ser



Gy

305

Met

Asp

Asn

Leu

Pro

Ser

465

Ser

Al a

Leu

Asp

Ay

Leu

Ser

370

Leu

Ser

Phe

Arg

du

Met

Thr

530

Lys

Ay

Leu

Ser

GAn

Hi s

355

Phe

Gu

Asp

Asp

Thr

435

Lys

Lys

Al a

Met

515

Thr

Phe

Pro

Al a

Lys

Al a

Val
420

Ay

Asp

Al a
500

Lys

Leu

Cys
Al a
325
Val
Asp
Asp
Arg
Cy

405
Lys
Lys

Ile

Val

Vet
Al a

Asn
565

Met
310

Va

Ser

Va

Arg

Met

Leu

Al a
470
Al a

Lys

Lys

Leu
550

Au

Leu

Asp
375
Asp

Al a

Gy

Al a
455
Asp

Ile

Vet

Arg

Lys

Ser

Asn

Lys

Pro

Asp

Leu

Thr

Leu

Asp

Leu

Lys

eol f-seql .t xt

Al a

Al a

Thr

345

Met

Phe

Leu

Phe

425

Leu

Leu

Vall

Ser

Arg

Arg

Val

Al a

Phe

Lys

Val

Leu

Tyr

Al a

Leu
570

Leu
315
Al a

Thr

Gn

Lys

395

Asp

Lys

Asn

Leu

Arg

[le

Gn

Gn

Gn

Page 11

Al a

Hi s

Leu

Arg

Gn

Ile

Pro

Lys

Lys

Thr

Ile

Gn

Gu

Leu

540

Gu

Lys

Leu

Tyr

An

Val

365

Asn

Phe

Ay

Tyr

445

Lys

Asp

Lys

Lys

Hi s

525

Met

Arg

Asp

Al a

Leu

Ser

Ay

Ay

430

Tyr

Tyr

Al a

Al a

Leu

Ile

An

Leu

Met

Ay

Leu

Ser

Asn

Lys

Au

Leu

Trp

Leu

Lys

Al a

Al a

400

Leu

Arg

Va

Leu
480

Ser

Lys
560

Asp



[le G n Met
<210> 11
<211> 2993
<212> DNA
<213> Hono
<400> 11

gat cact gag
gat ccagcga
acagacaaga
gcctcattga
ctgccattac
cct acct gat
aat ct cacac
ccttagtcet
act cct ggat
gaaccat caa
t ccgat caaa
tcttcccaga
aacccct cac
aaaaagat aa
aatgttttgt
aagat gaaga
ttagcaattc
agagcct agt
acgcagt cct
act at gacca
t ggacct gca
aggat gt gga
acttttgtaa
ttttcagtce
gtctctttat
ggat acaggc
caattctaca
t aaaagct ga

agcagat gat

Arg Ser
580

sapi ens

gaaaat ccag
aagaaaagag
gaacaat gcc
gaacact aat
acagcctgtg
gaacaagct a
caaaggaat ¢
gct t gacact
cttcaccctg
ccagcaggct
at cct cacct
ttttgtgtgg
accagat gag
aaattttaat
cttcgatctg
gct ggaccct
caaaact aaa

gct gacct at

ggccttggece
gcagat gggc
cagggt t agt
ccatctgttt
acagaat caa
t ct agaagaa
t cagaagct a
t gaagagat t
gacagaccag
at ct gcacag

ggaagagaaa

aaagct acac
aagt gacaga
ct ggacat gg
ggggaact gg
gtggtggt gg
gctgggaaga
t ggat gt ggt
gagggcct gg
gcegtect ce
at ggaccaac
gat gagaatg
acact gagag
t acct ggagt
ctgccccaac
cccattcacc
gaatttgtgc
actctttcag
atcaatgcta
cagat agaga
cagaaggt gc
gagagggagg
caaaagaaat
gaagcat cat
gaagt gaagg
caagacct gg
ct gcagacat
attctcacag
gcttcagcaa

gagaagagt t

eol f-seql . t

Lys Ser Leu Gu Pro Ile Cys Asn Ile Leu
585

aacact gaag
aacaacttta
ct ccagagat
t ggcgaat cc
caattgtggg
at aagggct t
gtgtgcctca
gagat gt aaa
t gagcagcac
t gt act at gt
agaat gagga
atttctccct
attccctgaa
tctgtatctg
gcaggaagct
aacaagt agc
gaggcat caa
t cagcagagg
act cagccgce
agct gccege
ccact gaagt
tagcggccca
cagatcgttg
cgggaattta
agaaaaagt a
acttgaaatc
aaaaggaaaa
aaat ggt gga
at caagaaca

Page 12

xt

590

gggt gaaat a
cct ggact ga
ccacat gaca
agaagctctg
cctctaccge
ctct ctgggce
ccccaaaaag
gaagggt gac
tctcgtgtac
gacagagctg
ttcagct gac
ggact t ggaa
gct aacgcaa
gaagttcttc
t gcccaget t
agact t ct gt
ggt caat ggg
ggat ct gccce
agt gcaaaag
agaaaccct ¢
ct at at gaag
gct agacaaa
ctcagcttta
ttcgaaacca
ct at gaggaa
caaggagt ct
ggagat t gaa
ggaaat gcaa

t gt gaaacaa

aaagt ccagc
agat aaaagc
ggcccaat gt
aaaat cct gt
acaggaaaat
t ccacagtga
ccagaacaca
aaccagaatg
aat agcat gg
acacat cgaa
tttgtgaget
gcagat ggac
ggt accagtc
ccaaagaaaa
gagaaact ac
t cct acat ct
cctegtcetag
t gcat ggaga
gctattgecce
caggagct gc
aactctttca
aagcgggatg
cttcaggtca
gggggct at t
ccaaggaagg
gtgaccgatg
gtggaatgtg
at aaagt at ¢

ttgact gaga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740



agat ggagag
ttcaggaaca
at gagat aca
agct aaagat
attttagaat
act aaaagtt
att gt aaatt
ttgccaccac
gt aaaaat ct
t cagaaacaa
gct acaaggt
gatggatctc
t aggaaggt a
gaagaaat ct
gacctttaga
attttagtaa
aaat t gaact
tgattcttaa
ttttgacttt
t cat cccaat

tatttttgaa

<210> 12
<211> 1923
<212> DNA
<213>

<400> 12
atgggtgaga

at cat gat gg
aaggcatt ag
ctataccgca
cct ct ggget
ctctctaagce
aagagt aacc
tttgtctata
act gagct ag
t ccagcgagt

ggagagggcc
ggcccgagt a
aaagct acag
ct aaacaaca
tt ggaacaag
t acaagaaca
gt gcaacaaa
t cagaagttt
t gggacat at
ccat cct age
ct at gagcaa
aagct aaagc
aagaaat cat
tttetttett
cagttgaccce
t gt at aacat
aatttaatta
aggt cat act
cttttgagca
t gt caaacat

ct agaaat aa

Honmo sapi ens

gaactcttca
cccccatttg
agattcttga
caggaaaat ¢
ccacggt gca
caaaccacac
ct aagaat ga
acagcgt gag
cagagct aat

ttgcgagttt

cagttgctgg
ct aaaggaga
aagaccct ga
gagcttttct
tgtcactata
tgcagttcaa
gatgcattta
attcttccag
ttgggcactg
ttcct aggga
t aat gt gat t
aaaccatctt
t agcaagagt
gttcaattca
t gaat t aaat
gcaat gat gc
tttgattgtt
t gaaatcct g
at aaaat aat
cct aggt aag

act aaact ag

cgetgeagtg
t ct agt ggaa
caagatttct
ctatctcatg
gt ct gaaact
cctggtectt
ctcgtggatc
caccat caac
cagggcaaaa

ctttccagac

eol f-seql .t xt

aagagcaaga
gat gccaagg
aaaaaaaaac
gtcatcctaa
tttgataata
t gat caaaat
cctctgtacc
acgaccagtg
gtttggccaa
agacagtgta
t ct ggacat t
at acagagat
aggaatt gaa
tctagatt at
agt cacat gg
actttaactg
ttaatcctaa
ccaattttcc
tgtcttgceca
t ggt t gacat

aaat aaaaaa

cccacaccag
aaccaggaag
cagcccgt gg
aatcgtcttg
aagggcat ct
ct ggacaccg
tttgcectgg
caccaggccc
tcctgcccca
tttatttgga
Page 13

gaagaccctc
t gaaagt acc
caagagat at
cccaaggcat
attagatctt
catgtttttt
aacagaggag
gat act gagg
gtgtacaatg
cagttctcca
gcccat ggat
ctagaatctt
t cat aaacaa
aaccttaatg
taacaatt at
aagat agaga
agcat aagt t
ccaaagggaa
ttacttagta
ttcttacagc

aaaaaaaaaa

gttatccaga
agcagct gac
t ggt ggt ggc
caggaaagcg
ggatgtggtg
agggcect ggg
ctgtgettct
t ggagcagct
gacct gat ga
ctgttcggga

act agt aaac
caacttcaaa
atgtcgcata
aact gaaaca
gcat cat aac
ccttaaaaag
ggat cat gag
aaagtcttag
ggtcccaat a
ttatatcaag
aattctcact
atattttcca
at t ggct aat
t gacacctga
gcactgtgta
ctatgttaga
agtcttttcc
tatggaattt
t at gt agact
aatt acagat

aaa

at ctgaat cc
agt gaattca
catt gt aggg
caatggcttc
t gt gccccac
cgat gt agaa
aagcagcagc
gcactatgtg
agct gaggac
ttttaccctg

1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
2993

60
120
180
240
300
360
420
480
540
600



gagct aaagt
ctgattccag
catttcttcc
ttaaatcata
gacaacttct
attgtcactg
ggagcagt ac
gct gt gcaga
acagacacgc
gtcttcatgg
accat agaga
t gccaggcet g
ttctetgtte
tat aagct ag
t cacaggt gg
aaggccat ag
agagaaaaac
aacat agct ¢
gaaaggct gc
aagaaatctg
aaaaat gaac
actctacctg
taa

<210>
<211>

<212>
<213>

13
640
PRT
Hormo
<400> 13

Met Gy Gu
1
Gu Ser Au

Gu Guddn
35

[le Ser An
50

t agat ggaaa
gcaagaat cc
gaaaacggaa
t ggacgaagt
gttcttatat
gaaagcggct
cttgtctgga
gggcagecga
t ccaggagct
agcact cctt
aaaagaaggg
agct t aagceg
ct ggaggaca
tgcccagaaa
ttgtagagga
¢agcggagceg
agaaggagca
aact caagaa
t aaaacacaa
agcagtt aaa
agt t aaggct
gggcttccaa

sapi ens

ccccat caca
caaaattcaa
gtgctttgte
gccagaagaa
cttcacccat
ggggact ctg
gaatgcagtg
ccact at agc
gctggacgtg
caaggat gaa
agactttgtg
gctttcagag
caatctctac
aggagt t aag
atccatcctg
ggccat gaag
gcagcaaatg
gaagat ggag
gct gaaggt a
t aaagagat t
cttaaagatc

gct acttgga

eol f-seql . txt

gaagat gagt
aattcaaaca
tttgaccgge
aat ct ggaaa
gcaaagacca
gt ggt gact t
acagcact gg
cagcagat gg
cat gcagcct
aaccat gaat
ctgcagaatg
cacct gacag
tt agaagaaa
gcaaacgagg
cagt cagaca
gaagcagct g
at ggaggct ¢
agggaaaggg

caagaagaaa
aat caactga
cttgacatgg
gt agggacaa

Arg Thr Leu His Ala Ala Val Pro
5 10

Ser
20

Il e Met

Met Ala Pro Ile Cys
25

Leu Thr Val Asn Ser Lys Ala Leu
40

Pro Va

Va

Val
55

Val

Ala Ile Va

Page 14

acct ggagaa
t gcct agaga
ct acaaat ga
ggcatttcct
agaccct gag
at gt agat gc
cccagcttga
cccagcaact
gt gagaggga
t ccagaagaa
aagaggcat ¢
aaagcatttt
agaaacaggt
t cct ccagaa
aagccct cac
agaaggaaca
aagagagaag
aaaacctt ct
t gct t aagga
aagaaaaaat
ct agcaacat

aatatcttgg

tgccttgaag
gt gt at cagg
caagcaat at
tatgcaat ca
agagggaat ¢
cat caacagt
gaacccagcg
gaggct cccc
agccattgca
gctt gt ggac
t gccaaat at
gagaggaat t
t gagt gggac
cttcctgeag
tgctggagag
ggagctgct a
cttccaggaa
cagagagcat
agaatttcaa
t gaaagcact
aatgattgtc

ct cacgt at t

Thr Pro Gy Tyr Pro
15

Leu Val
30

Gu Asn dn

Gu lle Leu Asp Lys
45

Gy Leu Tyr Arg Thr
60

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1923



Gy
65

Pro

Thr

Trp
]

Ser
145

Thr

Lys
225
Hi s

Asp

Thr

Lys

Leu

Val

Val

Al a

Thr

Thr

210

Asn

Phe

Lys

Arg

Hi s

290

Arg

Al a

Ser

Ay

Pro

-
-Q
o<

Phe

Ser

Leu

Va

195

Pro

Phe

Hi s

275

Al a

Leu

Va

Tyr

Ser

100

Leu

Al a

Thr

&
oo

Arg

Asp

Lys

Arg

Tyr

260

Phe

Lys

Gy

Pro Cy

Leu

Thr

85

Leu

Ay

Leu

Ile

Ser

Asp

Ile

Leu

Thr

Thr

Met

70

Va

Ser

Asp

Al a

Asn

150

Leu

Ser

Phe

Tyr

Arg

Asn

Met

Lys

Leu

310

Leu

Asn

Lys

Val

Val

135

Hi s

Ile

Thr

Leu

215

Asn

Lys

Hi s

Thr
295

Vall

Arg

Ser

Pro

Arg

Phe

Leu

200

Ser

Met

Ser

280

Leu

Val

Asn

eol f-seql .t xt

Leu Ala Gy Lys
75

Gu

Asn

105

Lys

Leu

Al a

Al a

Asn

Phe

Asp

Asp

Arg

Thr

Al a

Thr

90

Hi s

Ser

Ser

Leu

Leu

Al a

Met

Vall

250

Asn

Tyr

Val
330

Page 15

Lys

Thr

Asn

Ser

1565

Ser

Phe

Lys

Leu

Pro

235

Phe

Va

Phe

Gy
3

Va
315

Thr

Ay

Leu

Pro

Ser
140

Phe

Leu

Arg

Asp

Pro

Asp

Al a

Arg

Ile

Val

Leu

Pro

Pro

Ser
285
[le

Al a

Leu

Asn

Trp

Val

Hi s

Tyr

Val

Al a

Ay

Met

95

Leu

Asp

Tyr

Tyr

Phe

Asn

Pro

Ile

Thr

255

Asn

Ile

Thr

Asn

Phe
80
Trp

Asp

Ser

Va

160

Asp

Ile

Pro

Gy

Leu

Phe

Gy

Ser

320

Leu



Met

Asp

Hi s

385

Thr

Ser

Thr

Leu

Pro

465

Ser

Thr

Al a

Leu
545

Leu

Lys

Asn

Al a

Val

370

Ser

Ile

Al a

Tyr
450

Arg

Al a

Au

Met

530

Lys

Arg

Pro

Hi s

Phe

Lys

Ser

435

Leu

Lys

Va

Gy

Lys

Leu

Phe

Al a

340

Al a

Lys

Lys

Tyr

420

Ile

Gy

Vall

Lys

Leu

Gn

Lys

Asp

Al a

Leu

Al a

Asp

Lys

Cys

Leu

Gu

Val

Vall

485

Lys

An

Al a

Vet

Lys

Lys

Ile

Vet

Va

Arg

Cys

Arg

Lys

Lys

470

Al a

Gn

Gu

Hi s

Lys

Gu

Al a

An

Leu

Asn

Ay

Al a

Ay
4

Gu

Ile

Leu

Lys

Ser

Ser

Ser

Pro
360
Arg

Hi s

Asp

Asn

Ser

Al a

Leu

520

Arg

Leu

Thr
600

eol f-seql . t xt
Ala Ala Asp Hi s

345

Thr

Phe
Leu
425

Phe

Vall

Ile

Al a

505

Arg

Ser

Arg

Lys

Asp

Al a

Phe

Val

410

Lys

Ser

Val

Leu
490

Phe

Val
570

Leu

Vet
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Thr

Leu

Arg

Va

Trp

Leu

475

Arg

Lys

Asn
555

Ile

Leu
Al a

380

Lys

Leu

Pro

Asp

460

Gn

Ser

Al a

Val

Val

Lys

Asn

Ser

Ay

Tyr

Asn

Asp

Met

Leu

Leu
605

Thr

Ser
350

Phe

Leu

Ay

Lys

Phe

Lys

Ile

Arg

Met

Arg

Leu

Leu

Met

Vall

Hi s

Hi s

Leu

Leu

Al a
495

Al a

Leu

575

Asn

Leu

Pro

Gn

Leu

Asp
400
Al a

Leu

Va

Leu

Al a

Gn
Hi s
560

Lys

Leu

Gy



610 615
Ala Ser Lys Leu Leu Gy Va
625 630
<210> 14
<211> 2431
<212> DNA
<213> Hono sapi ens
<400> 14

ctccaggcetg
ctttgggtcc
t cct gaagcece
ctt aagagct
acgaacccac
t gacacgcca
agt cagt gag
caaggt gccc
gcaaccagaa
acat gt caga
aagctttgga
tctat cgcac
ctgttgcatc
ccaact ggcc
aggct gacaa
ttgtgtacaa
cagaact gac
ctgctgactc
gcct ggaaat
caaagcaagg
agttctttce
cccaacttga
aattctgttc
t caat ggat ¢
atctgecttg
t gcaaaaggc
aaaccctcca

t cat gaaaaa

t ggaaccttt
acact gcct t
agcgagacca
gt aacactca
cagaaggaag
cctttaagaa
accaagaacc
atatctttct
ttctacatat
ccccat gt ge
gat cct gt ct
t ggcaaat cc
t acggt gcag
aaat cacaca
caagaat gat
t act gt gaac
agatctgctc
tgcgagcettc
agat gggcaa
t agt gat caa
aaaaaagaaa
aacact gcct
ctacatcttt
t cgt ct aaag
cat agagaat
cattgcccac
ggagctget g

ctctttcaag

gttctttcac
t at gagct gt
cgaacccacc
ccgcgaaggt
aaact ccaaa
ccgt gacact
caccaattcc
agt ggaaaaa
at aaggcaaa
ctcat cgaga
gccat t acge
tacct gat ga
tct cacacca
ttagttctge
at ccagat ct
aaaattgatc
aaggcaagaa
tt cccagact
cttgtcacac
agagtt caaa
tgctttat ct
gat gat gagc
agccattcta
aacct ggt gc
gcagt cct gg
t at gaccagc
gacct gcaca

gat gt agacc

eol f-seql .t xt

tctttgcaat
aacact cact
aggaggaaca
ctgcagettc
cacat ccgaa
caacgct agg
ggacacgct a
ttattctgge
gt aacat cct
actttaatga
aacct gt agt
acaagct ggc
agggaatttg
ttgacaccga
ttgcact ggc
agggt gct at
act cacccga
t agt gt ggac
cagat gaat a
atttcaattt
ttgacttacc
t agagcct ga
t gaccaagac
t gacct at gt
ccttggcetca
aaat gggcca
ggaccagt ga

aaagtttcca
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620

Gy Thr Lys Tyr Leu Gy Ser Arg lle
635

aaat cttgct
gggaat gt ct
aacaact cca
act cct gagce
cat cagaagg
gt ccgeggcet
attgttgtag
ctccget gea
agacat ggct
gcagct gaag
t gt ggt ageg
t gggaagaac
gat at ggt gt
gggcct ggga
actcttactg
cgacctactg
ccttgacagg
t ct gagagat
cct ggagaat
gcecegtcetg
tgct caccaa
atttgtgcaa
tcttccaggt
caat gccatc
gagagagaac
gaaagt gcag
gagggaggcec

gaaagaattg

640

gct get cact
gcagcttcac
gacgcgcagce
cagccagacc
agcaaactcc
tcattcttga
at catcactt
t acaaat cag
ttagagatcc
gtt aat cagg
at t gt gggcce
aagggct t ct
gtgcctcatc
gat gt agaga
agcagcacct
cacaatgtga
gttgaagatc
ttctgettag
t ccct aagge
t gt atacaga
aaaaagcttg
caagt gacag
ggcat cat gg
agcagtgggg
t cagct gcag
ctgcccatgg
at t gaagt ct

gagact ct ac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680



t agat gcaaa
cggct ttact

ct aagccagg

at cgggagec
aggagt ct gt
agaagaaaga
cgat t caaag
t gagacaaat
aacagat gca
ttctcagtga
t ct aaagt gc
aaaagaaact
aaactttaaa
<210>
<211>

<212>
<213>

15
586
PRT
Hormo
<400> 15

Met
1

Ala Leu

Phe

Al a Thr

35

Ile

Thr Ay

50

Lys

Phe
65

Ser Val

Trp Val
Asp Thr

[le

_k_
—_
o1

Thr
130

Asn Val

acagaat gac
t aaggat at t
aggccat aat
t cggaaagga
gagt cat gca
ggcacaagt g
gcagaacgag
ggagat agcc
ggaacaggct
gct ccageac
t aaat at ggg
gtagaccttg

daaaaaaaaa

sapi ens

Gn
20

Leu
Pro
Ser Tyr
Al a

Ser

Hi s
85

Pro
Leu
Phe

Al a

Asn Lys

Hi s

Lys

Va

Leu

Thr

70

Pro

Gy

Leu

[le

atttgtaaac
tttggtcctce
ctcttcattc
atacaggctg
atattacaga
aaagcagaag
caaat gat gc
aaacaaaat t
gcacagct ca
gcccagagga
agtttccttt
ggacaat caa

aaaaaaaaaa

Met Ser

Val Asn

Val Val

40

Met
55

Asn

Val

Asn Trp

Asp Val

Ala Leu

120

Asp
135

eol f-seql .t xt

ggaacct gga
t agaagaagc
agaaaacaga
aagaagt t ct
ct gaccaggc
ct gaaaaggc
aggagaggga
ggct ggcaga
gcacaacat t
ctgttaataa
ttttactctt
catttaaata

a

Pro Met

10

Asp

Gn
25

Al a

Val Al a

Lys Leu Ala

Ser His Thr

75

Asn
90

Pro

Lys Ala

Leu Leu Ser

Gy Ala lle
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agcat cct cg
agt gaagcag
agaact gaag
gcagaaat at
t ct cacagag
t gaagcgcaa
gagact ccat
gcaacagaaa
ccaagct caa
cgat gat cca
t gt cact gat

aactttataa

Leu Ile

Leu

Val Ay

45

Gy
60

Lys

Lys Gy Ile

Thr Leu Val

Asp Asn

Ser Thr

125

Leu Leu

140

gattattgct
ggaatttatt
gcaaagt act
tt aaagt cca
acggaaaaaa
aggttggcegg
caggaacaag
at gcaggaac
aat agaagcc
tgtgttttac
gacacaacag

ttattttttce

Asn
Ser
Tyr Arg
Lys Gy
Trp

Leu Leu

95

Asn Asp
Val

H s Asn

1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2431



Val

145

Asp

Val

Leu

Gy

Ser

Ser

Gy

305

Met

Asp

Asn

Leu

385

Ser

Thr

Arg

Trp

Val

Ser

210

Lys

Pro

Hi s

Arg

Asp

Asn

Ay

Leu

Ser

370

Leu

Ser

Va

Thr

Thr

195

Asp

Phe

Lys

Ser
275
Leu

Leu

Ser

Hi s
355
Phe

Asp

Asp

Leu

Leu
180

Pro

Phe

Lys

Phe

260

Met

Lys

Pro

Al a

Lys

Al a

Tyr Cy

Thr

Asp

165

Arg

Asp

Arg

Pro

Leu

245

Val

Thr

Asn

Cys

Al a

325

Val

Thr

Asp

Lys

405

150

Pro

Asp

Va
Lys

230

Al a

Lys

Leu

Ser

Va

Leu

Al a

Phe

Tyr

Thr

Vall
295

Leu

Asp
375

Asn

Al a

Leu

Asp

Leu

200

Lys

Leu

Val

Leu

280

Leu

Lys

Pro

Asp

Leu

eol f-seql .t xt

Lys Ala Arg Asn

Ser

Leu

185

Phe

Thr

265

Pro

Thr

Al a

Al a
3

Met
345

Ser

Ile

Leu

Ay

Asn

Asn

Phe
2

Thr

250

Ay

Tyr

Val

Al a

Phe

Page 19

155

Ser

Leu

Ser

Leu

Leu

Phe

Gy

Va

Leu

315

Al a

Thr

Ile

Phe

Leu
Pro
220

Phe

Pro

Ile

Asn

300

Al a

Hi s

Leu

Arg

Ile

Ser

Phe

Ile

Arg

Arg

Asp

Asp

Ser

Vet

285

Al a

Leu

Tyr

Vall
365

Asn

Phe

Pro

Pro

190

Pro

Leu

Leu

Asp

Tyr

270

Val

Al a

Asp

Phe

Leu

Leu

Gy

Ile

Asn

Ser

Gn

Leu

Met

Leu
160

Leu

Ile

Al a

240

Leu

Phe

Gy

Leu

Lys

Thr

Al a

400

Leu



Leu

Pro

Ser

465

Thr

Met

Al a

Val

du

Phe
4

Arg

Lys

Lys

Met

Gu

GAn

Gn

Asn

Al a

Thr

Al a

Met

515

Ile

Gn

Asn

Asn

Val

420

Gy

Ser

Al a

Met

Arg

Asp
580

Lys

Lys

Ile

Val

Lys

Gn

Ser

565

Asp

Thr Gu
Gn Al a

455

Ser His
470

Lys Lys
Gn Arg
Arg Gu
A n Asn

535

Leu Leu

Pro Cys

Ile

Al a

Lys

Leu

Arg

Trp

Al a

Ser

Val

eol f-seql .t xt

Tyr
425

Leu

Ile

Al a
505
Leu

Leu

Al a

Leu
585

Ser Lys

Lys Al a

Val Leu

Leu G n

Ala Gn

490

Ala lle

Hs Gn

Ala Gu

A n Leu

555

Leu G n
570

Leu
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Pro

Lys

Val

Gn

Gu

Ser

Hi s

Ay

Tyr

445

Lys

Asp

Lys

Arg

Thr

Al a

430

Tyr

Tyr

Al a

Val

Lys

Thr

y Hs

Arg

Leu

Al a

Adu

Asn

Arg

Met

Phe

Arg

Lys

Leu
480

Al a



